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<212> DNA 

<213> Chlamydia pneumoniae 

<220> 
<221> CDS 

<222> (101) . . (2623) 
10 <400> 1 

attttaacgt gcgtatcatt tgtgactaag agatagactt gctttcttta tctatcttct 60 

gtattggaaa gaaagcccct tgagggaaaa aaaggttgtt atg aag att cca etc 115 

Met Lys lie Pro Leu 
1 5 

cgc ttt tta ttg ata tea tta gta cct acg ctt tct atg teg aat tta 163 
Arg Phe Leu Leu lie Ser Leu Val Pro Thr Leu Ser Met Ser Asn Leu 
10 15 20 

20 

tta gga get get aet aee gaa gag tta teg get age aat age tte gat 211 
Leu Gly Ala Ala Thr Thr Glu Glu Leu Ser Ala Ser Asn Ser Phe Asp 
25 30 35 

gga aet aea tea aca aea age ttt tet agt aaa aea tea teg get aea 259 
Gly Thr Thr Ser Thr Thr Ser Phe Ser Ser Lys Thr Ser Ser Ala Thr 
40 45 50 

gat gge aee aat tat gtt ttt aaa gat tet gta gtt ata gaa aat gta 307 
3 0 Asp Gly Thr Asn Tyr Val Phe Lys Asp Ser Val Val lie Glu Asn Val 
55 60 65 

eec aaa aea ggg gaa act cag tct act agt tgt ttt aaa aat gac get 355 
Pro Lys Thr Gly Glu Thr Gin Ser Thr Ser Cys Phe Lys Asn Asp Ala 
70 75 80 85 

gea get gga gat eta aat tte tta gga ggg gga ttt tct tte aca ttt 403 

Ala Ala Gly Asp Leu Asn Phe Leu Gly Gly Gly Phe Ser Phe Thr Phe 

90 95 100 

40 

age aat ate gat gea aee acg get tet gga get get att gga agt gaa 451 

Ser Asn lie Asp Ala Thr Thr Ala Ser Gly Ala Ala lie Gly Ser Glu 

105 110 115 

gea get aat aag aca gte acg tta tea gga ttt teg gea ctt tct ttt 499 
Ala Ala Asn Lys Thr Val Thr Leu Ser Gly Phe Ser Ala Leu Ser Phe 
120 125 130 

ctt aaa tec cca gea agt aea gtg act aat gga ttg gga get ate aat 547 
50 Leu Lys Ser Pro Ala Ser Thr Val Thr Asn Gly Leu Gly Ala lie Asn 
135 140 145 

gtt aaa ggg aat tta age eta ttg gat aat gat aag gta ttg att cag 595 
Val Lys Gly Asn Leu Ser Leu Leu Asp Asn Asp Lys Val Leu lie Gin 
150 155 160 165 

gac aat tte tea aea gga gat gge gga gea att aat tgt gea gge tec 643 

Asp Asn Phe Ser Thr Gly Asp Gly Gly Ala lie Asn Cys Ala Gly Ser 

170 175 180 

60 
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ttg aag ate gca aac aat aag tec ett tct ttt att gga aat agt tet 691 
Leu Lys lie Ala Asn Asn Lys Ser Leu Ser Phe lie Gly Asn Ser Ser 
185 190 195 

tea aca cgt ggc gga gcg att cat aec aaa aac etc aea eta tet tct 739 
Ser Thr Arg Gly Gly Ala He His Thr Lys Asn Leu Thr Leu Ser Ser 
200 205 210 

ggt ggg gaa act eta ttt eag ggg aat aea gcg eet acg get get ggt 787 
Gly Gly Glu Thr Leu Phe Gin Gly Asn Thr Ala Pro Thr Ala Ala Gly 
215 220 225 

aaa gga ggt get ate gcg att gca gae tet gge aec eta tec att tet 835 
Lys Gly Gly Ala He Ala He Ala Asp Ser Gly Thr Leu Ser He Ser 
230 235 240 245 



gga gac agt gge gae att ate ttt gaa ggc aat acg ata gga get aca 
2 0 Gly Asp Ser Gly Asp He He Phe Glu Gly Asn Thr He Gly Ala Thr 

250 255 260 



883 



gga ace gtc tct cat agt get att gat tta gga act age get aag ata 931 

Gly Thr Val Ser His Ser Ala He Asp Leu Gly Thr Ser Ala Lys He 
265 270 275 

act gcg tta cgt get gcg caa gga cat acg ata tac ttt tat gat ecg 979 

Thr Ala Leu Arg Ala Ala Gin Gly His Thr He Tyr Phe Tyr Asp Pro 

280 285 290 

att act gta aca gga teg aea tct gtt get gat get etc aat att aat 1027 

He Thr Val Thr Gly Ser Thr Ser Val Ala Asp Ala Leu Asn He Asn 
295 300 305 

age eet gat act gga gat aac aaa gag tat acg gga ace ata gtc ttt 1075 

Ser Pro Asp Thr Gly Asp Asn Lys Glu Tyr Thr Gly Thr He Val Phe 
310 315 320 325 

tct gga gag aag etc acg gag gca gaa get aaa gat gag aag aac cgc 1123 

4 0 Ser Gly Glu Lys Leu Thr Glu Ala Glu Ala Lys Asp Glu Lys Asn Arg 

330 335 340 

act tet aaa tta ett caa aat gtt get ttt aaa aat ggg act gta gtt 1171 

Thr Ser Lys Leu Leu Gin Asn Val Ala Phe Lys Asn Gly Thr Val Val 
345 350 355 

tta aaa ggt gat gte gtt tta agt gcg aac ggt ttc tct cag gat gca 1219 

Leu Lys Gly Asp Val Val Leu Ser Ala Asn Gly Phe Ser Gin Asp Ala 

360 365 370 



aac tct aag ttg att atg gat tta ggg aeg teg ttg gtt gca aac aec 1267 
Asn Ser Lys Leu He Met Asp Leu Gly Thr Ser Leu Val Ala Asn Thr 
375 380 385 

gaa agt ate gag tta aeg aat ttg gaa att aat ata gac tct etc agg 1315 
Glu Ser He Glu Leu Thr Asn Leu Glu He Asn He Asp Ser Leu Arg 
390 395 400 405 



aac ggg aaa aag ata aaa etc agt get gee aca get cag aaa gat att 
6 0 Asn Gly Lys Lys He Lys Leu Ser Ala Ala Thr Ala Gin Lys Asp He 

410 415 420 
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cgt ata gat cgt cct gtt gta ctg gca att age gat gag agt ttt tat 
Arg lie Asp Arg Pro Val Val Leu Ala lie Ser Asp Glu Ser Phe Tyr 
425 430 435 



1411 



caa aat ggc ttt ttg aat gag gac cat tec tat gat ggg att ctt gag 1459 
Gin Asn Gly Phe Leu Asn Glu Asp His Ser Tyr Asp Gly lie Leu Glu 
440 445 450 



tta gat get ggg aaa gac ate gtg att tet gca gat tct cgc agt ata 
Leu Asp Ala Gly Lys Asp lie Val lie Ser Ala Asp Ser Arg Ser lie 
455 460 465 



cgt ttg eag cac gat get tec eta tac tct gtg gtg agt ate ctt tta 
Arg Leu Gin His Asp Ala Ser Leu Tyr Ser Val Val Ser lie Leu Leu 
615 620 625 



1507 



gat get gta caa tct ccg tat ggc tat eag gga aag tgg aeg ate aat 1555 
Asp Ala Val Gin Ser Pro Tyr Gly Tyr Gin Gly Lys Trp Thr lie Asn 
470 475 480 485 

tgg tet act gat gat aag aaa get aeg gtt tet tgg gcg aag cag agt 1603 
2 0 Trp Ser Thr Asp Asp Lys Lys Ala Thr Val Ser Trp Ala Lys Gin Ser 

490 495 500 

ttt aat eec act get gag cag gag get ccg tta gtt cet aat ctt ctt 1651 
Phe Asn Pro Thr Ala Glu Gin Glu Ala Pro Leu Val Pro Asn Leu Leu 
505 510 515 

tgg ggt tct ttt ata gat gtt cgt tec ttc cag aat ttt ata gag eta 1699 

Trp Gly Ser Phe lie Asp Val Arg Ser Phe Gin Asn Phe lie Glu Leu 

520 525 530 

30 

ggt act gaa ggt get cct tac gaa aag aga ttt tgg gtt gca ggc att 1747 

Gly Thr Glu Gly Ala Pro Tyr Glu Lys Arg Phe Trp Val Ala Gly lie 

535 540 545 

tec aat gtt ttg cat agg age ggt cgt gaa aat caa agg aaa ttc cgt 1795 
Ser Asn Val Leu His Arg Ser Gly Arg Glu Asn Gin Arg Lys Phe Arg 
550 555 560 565 

cat gtg agt gga ggt get gta gta ggt get age aeg agg atg eeg ggt 1843 
4 0 His Val Ser Gly Gly Ala Val Val Gly Ala Ser Thr Arg Met Pro Gly 

570 575 580 

ggt gat ace ttg tct ctg ggt ttt get eag etc ttt gcg cgt gac aaa 1891 
Gly Asp Thr Leu Ser Leu Gly Phe Ala Gin Leu Phe Ala Arg Asp Lys 
585 590 595 

gac tac ttt atg aat acc aat ttc gca aag ace tac gca gga tct tta 1939 
Asp Tyr Phe Met Asn Thr Asn Phe Ala Lys Thr Tyr Ala Gly Ser Leu 
600 605 610 



1987 



gga gag gga gga etc cgc gag ate ctg ttg cct tat gtt tec aag act 2035 
Gly Glu Gly Gly Leu Arg Glu lie Leu Leu Pro Tyr Val Ser Lys Thr 
630 635 640 645 

ctg ccg tgc tct ttc tat ggg eag ctt age tac ggc cat aeg gat cat 2083 
60 Leu Pro Cys Ser Phe Tyr Gly Gin Leu Ser Tyr Gly His Thr Asp His 

650 655 660 
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cgc atg aag acc gag tct eta ccc ccc ccc ccc ccg acg etc teg acg 2131 
Arg Met Lys Thr Glu Ser Leu Pro Pro Pro Pro Pro Thr Leu Ser Thr 
665 670 675 

gat eat aet tet tgg gga gga tat gtc tgg get gga gag etg gga aet 217 9 
Asp His Thr Ser Trp Gly Gly Tyr Val Trp Ala Gly Glu Leu Gly Thr 
680 685 690 



cga gtt get gtt gaa aat acc age ggc aga gga ttt ttc caa gag tae 
Arg Val Ala Val Glu Asn Thr Ser Gly Arg Gly Phe Phe Gin Glu Tyr 
695 700 705 



2227 



aet cca ttt gta aaa gtc eaa get gtt tae get ege caa gat age ttt 2275 
Thr Pro Phe Val Lys Val Gin Ala Val Tyr Ala Arg Gin Asp Ser Phe 
710 715 720 725 

gta gaa eta gga get ate agt cgt gat ttt agt gat teg eat ett tat 2323 
2 0 Val Glu Leu Gly Ala lie Ser Arg Asp Phe Ser Asp Ser His Leu Tyr 

730 735 740 

aac ctt gcg att eet ett gga ate aag tta gag aaa egg ttt gea gag 2371 
Asn Leu Ala He Pro Leu Gly He Lys Leu Glu Lys Arg Phe Ala Glu 
745 750 755 

eaa tat tat cat gtt gta gcg atg tat tet eea gat gtt tgt cgt agt 2419 
Gin Tyr Tyr His Val Val Ala Met Tyr Ser Pro Asp Val Cys Arg Ser 
760 765 770 

30 

aac eee aaa tgt acg aet acc eta ett tec aac eaa ggg agt tgg aag 2467 
Asn Pro Lys Cys Thr Thr Thr Leu Leu Ser Asn Gin Gly Ser Trp Lys 
775 780 785 

acc aaa ggt teg aac tta gea aga eag get ggt att gtt eag gee tea 2515 
Thr Lys Gly Ser Asn Leu Ala Arg Gin Ala Gly He Val Gin Ala Ser 
790 795 800 805 

ggt ttt cga tct ttg gga get gea gea gag ctt ttc ggg aac ttt ggc 2563 
4 0 Gly Phe Arg Ser Leu Gly Ala Ala Ala Glu Leu Phe Gly Asn Phe Gly 

810 815 820 

ttt gaa tgg egg gga tct tct cgt age tat aat gta gat gcg ggt age 2611 
Phe Glu Trp Arg Gly Ser Ser Arg Ser Tyr Asn Val Asp Ala Gly Ser 
825 830 835 

aaa ate aaa ttt tagcgatttc tetttcgatg ctatttttec atggctattt 2663 
Lys He Lys Phe 
840 



ttaaaatgat ageeatggtt atagataegt agtecttatt teaaagaaga cactgttgca 2723 
ttagatacge tctctgatee ctcaaaa 2750 



<210> 2 

<211> 2523 

<212> DNA 

<213> Chlamydia pneumoniae 



60 <220> 

<221> CDS 
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<400> 2 

atg aag att cca etc 15 
Met Lys lie Pro Leu 
1 5 

cgc ttt tta ttg ata tea tta gta cct acg ctt tct atg teg aat tta 63 
Arg Phe Leu Leu He Ser Leu Val Pro Thr Leu Ser Met Ser Asn Leu 
10 10 15 20 

tta gga get get aet aec gaa gag tta teg get age aat age ttc gat 111 
Leu Gly Ala Ala Thr Thr Glu Glu Leu Ser Ala Ser Asn Ser Phe Asp 
25 30 35 



gga aet aca tea aca aea age ttt tet agt aaa aea tea teg get aea 
Gly Thr Thr Ser Thr Thr Ser Phe Ser Ser Lys Thr Ser Ser Ala Thr 
40 45 50 



159 



2 0 gat gge aee aat tat gtt ttt aaa gat tet gta gtt ata gaa aat gta 2 07 
Asp Gly Thr Asn Tyr Val Phe Lys Asp Ser Val Val He Glu Asn Val 
55 60 65 

eec aaa aea ggg gaa aet eag tet aet agt tgt ttt aaa aat gae get 2 55 
Pro Lys Thr Gly Glu Thr Gin Ser Thr Ser Cys Phe Lys Asn Asp Ala 
70 75 80 85 

gea get gga gat eta aat tte tta gga ggg gga ttt tet tte aea ttt 3 03 
Ala Ala Gly Asp Leu Asn Phe Leu Gly Gly Gly Phe Ser Phe Thr Phe 
30 90 95 100 

age aat ate gat gea ace aeg get tet gga get get att gga agt gaa 3 51 
Ser Asn lie Asp Ala Thr Thr Ala Ser Gly Ala Ala He Gly Ser Glu 
105 110 115 

gea get aat aag aea gte acg tta tea gga ttt teg gea ctt tct ttt 399 
Ala Ala Asn Lys Thr Val Thr Leu Ser Gly Phe Ser Ala Leu Ser Phe 
120 125 130 

4 0 ctt aaa tee cca gea agt aca gtg act aat gga ttg gga get ate aat 447 
Leu Lys Ser Pro Ala Ser Thr Val Thr Asn Gly Leu Gly Ala He Asn 
135 140 145 

gtt aaa ggg aat tta age eta ttg gat aat gat aag gta ttg att eag 4 95 
Val Lys Gly Asn Leu Ser Leu Leu Asp Asn Asp Lys Val Leu He Gin 
150 155 160 165 

gae aat tte tea aca gga gat gge gga gea att aat tgt gea gge tee 543 
Asp Asn Phe Ser Thr Gly Asp Gly Gly Ala He Asn Cys Ala Gly Ser 
50 170 175 180 

ttg aag ate gea aae aat aag tec ctt tct ttt att gga aat agt tct 591 
Leu Lys He Ala Asn Asn Lys Ser Leu Ser Phe He Gly Asn Ser Ser 
185 190 195 

tea aea cgt gge gga geg att cat ace aaa aac etc aca eta tet tet 639 
Ser Thr Arg Gly Gly Ala He His Thr Lys Asn Leu Thr Leu Ser Ser 
200 205 210 



60 
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ggt ggg gaa act eta ttt cag ggg aat aca gcg cct acg get get ggt 
Gly Gly Glu Thr Leu Phe Gin Gly Asn Thr Ala Pro Thr Ala Ala Gly 
215 220 225 



687 



aaa gga ggt get ate geg att gca gac tet ggc aec eta tee att tct 735 
Lys Gly Gly Ala lie Ala lie Ala Asp Ser Gly Thr Leu Ser lie Ser 
230 235 240 245 

gga gac agt ggc gac att ate ttt gaa ggc aat acg ata gga get aea 783 
Gly Asp Ser Gly Asp lie lie Phe Glu Gly Asn Thr lie Gly Ala Thr 
250 255 260 



gga ace gte tet eat agt get att gat tta gga act age get aag ata 
Gly Thr Val Ser His Ser Ala lie Asp Leu Gly Thr Ser Ala Lys lie 
265 270 275 



831 



act gcg tta cgt get geg eaa gga eat acg ata tac ttt tat gat eeg 879 
2 0 Thr Ala Leu Arg Ala Ala Gin Gly His Thr lie Tyr Phe Tyr Asp Pro 
280 285 290 

att act gta aea gga teg aea tet gtt get gat get etc aat att aat 927 
lie Thr Val Thr Gly Ser Thr Ser Val Ala Asp Ala Leu Asn lie Asn 
295 300 305 

age eet gat act gga gat aac aaa gag tat acg gga aec ata gte ttt 975 

Ser Pro Asp Thr Gly Asp Asn Lys Glu Tyr Thr Gly Thr lie Val Phe 

310 315 320 325 

30 

tet gga gag aag etc acg gag gca gaa get aaa gat gag aag aac ege 1023 

Ser Gly Glu Lys Leu Thr Glu Ala Glu Ala Lys Asp Glu Lys Asn Arg 
330 335 340 

act tct aaa tta ctt caa aat gtt get ttt aaa aat ggg act gta gtt 1071 
Thr Ser Lys Leu Leu Gin Asn Val Ala Phe Lys Asn Gly Thr Val Val 
345 350 355 

tta aaa ggt gat gte gtt tta agt gcg aac ggt ttc tet cag gat gca 1119 
4 0 Leu Lys Gly Asp Val Val Leu Ser Ala Asn Gly Phe Ser Gin Asp Ala 
360 365 370 

aac tct aag ttg att atg gat tta ggg acg teg ttg gtt gca aac ace 1167 
Asn Ser Lys Leu lie Met Asp Leu Gly Thr Ser Leu Val Ala Asn Thr 
375 380 385 

gaa agt ate gag tta acg aat ttg gaa att aat ata gac tct etc agg 1215 
Glu Ser lie Glu Leu Thr Asn Leu Glu lie Asn lie Asp Ser Leu Arg 
390 395 400 405 

50 

aac ggg aaa aag ata aaa etc agt get gee aea get cag aaa gat att 1263 
Asn Gly Lys Lys lie Lys Leu Ser Ala Ala Thr Ala Gin Lys Asp lie 
410 415 420 

cgt ata gat cgt cct gtt gta ctg gca att age gat gag agt ttt tat 1311 
Arg lie Asp Arg Pro Val Val Leu Ala lie Ser Asp Glu Ser Phe Tyr 
425 430 435 

eaa aat ggc ttt ttg aat gag gac cat tec tat gat ggg att ctt gag 1359 
6 0 Gin Asn Gly Phe Leu Asn Glu Asp His Ser Tyr Asp Gly lie Leu Glu 
440 445 450 
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tta gat get ggg aaa gac ate gtg att tct gca gat tct cgc agt ata 
Leu Asp Ala Gly Lys Asp lie Val lie Ser Ala Asp Ser Arg Ser lie 
455 460 465 



1407 



gat get gta caa tct ccg tat ggc tat cag gga aag tgg acg ate aat 1455 

Asp Ala Val Gin Ser Pro Tyr Gly Tyr Gin Gly Lys Trp Thr lie Asn 

470 475 480 485 

tgg tet act gat gat aag aaa get acg gtt tct tgg geg aag cag agt 1503 

Trp Ser Thr Asp Asp Lys Lys Ala Thr Val Ser Trp Ala Lys Gin Ser 

490 495 500 

ttt aat ccc act get gag cag gag get ccg tta gtt cct aat ett ctt 1551 

Phe Asn Pro Thr Ala Glu Gin Glu Ala Pro Leu Val Pro Asn Leu Leu 

505 510 515 

tgg ggt tct ttt ata gat gtt cgt tec ttc cag aat ttt ata gag eta 1599 

2 0 Trp Gly Ser Phe lie Asp Val Arg Ser Phe Gin Asn Phe He Glu Leu 

520 525 530 

ggt act gaa ggt get cct tac gaa aag aga ttt tgg gtt gca ggc att 1647 

Gly Thr Glu Gly Ala Pro Tyr Glu Lys Arg Phe Trp Val Ala Gly He 

535 540 545 

tec aat gtt ttg eat agg age ggt cgt gaa aat caa agg aaa ttc cgt 1695 

Ser Asn Val Leu His Arg Ser Gly Arg Glu Asn Gin Arg Lys Phe Arg 

550 555 560 565 

30 

cat gtg agt gga ggt get gta gta ggt get age acg agg atg ccg ggt 174 3 

His Val Ser Gly Gly Ala Val Val Gly Ala Ser Thr Arg Met Pro Gly 

570 575 580 

ggt gat ace ttg tct ctg ggt ttt get cag etc ttt geg cgt gac aaa 1791 

Gly Asp Thr Leu Ser Leu Gly Phe Ala Gin Leu Phe Ala Arg Asp Lys 

585 590 595 

gac tac ttt atg aat ace aat ttc gca aag acc tac gca gga tet tta 183 9 

4 0 Asp Tyr Phe Met Asn Thr Asn Phe Ala Lys Thr Tyr Ala Gly Ser Leu 

600 605 610 

cgt ttg cag cac gat get tec eta tac tct gtg gtg agt ate ctt tta 1887 

Arg Leu Gin His Asp Ala Ser Leu Tyr Ser Val Val Ser He Leu Leu 

615 620 625 

gga gag gga gga etc cgc gag ate ctg ttg cct tat gtt tec aag act 193 5 

Gly Glu Gly Gly Leu Arg Glu He Leu Leu Pro Tyr Val Ser Lys Thr 

630 635 640 645 



ctg ccg tgc tct ttc tat ggg cag ctt age tac ggc cat acg gat cat 1983 
Leu Pro Cys Ser Phe Tyr Gly Gin Leu Ser Tyr Gly His Thr Asp His 
650 655 660 

cgc atg aag acc gag tct eta ccc ccc ccc ccc ccg acg etc teg acg 2031 
Arg Met Lys Thr Glu Ser Leu Pro Pro Pro Pro Pro Thr Leu Ser Thr 
665 670 675 



gat cat act tct tgg gga gga tat gtc tgg get gga gag ctg gga act 2079 
6 0 Asp His Thr Ser Trp Gly Gly Tyr Val Trp Ala Gly Glu Leu Gly Thr 
680 685 690 
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cga gtt get gtt gaa aat acc age ggc aga gga ttt ttc caa gag tac 2127 
Arg Val Ala Val Glu Asn Thr Ser Gly Arg Gly Phe Phe Gin Glu Tyr 
695 700 705 

act cca ttt gta aaa gtc caa get gtt tac get cge eaa gat age ttt 2175 
Thr Pro Phe Val Lys Val Gin Ala Val Tyr Ala Arg Gin Asp Ser Phe 
710 715 720 725 

gta gaa eta gga get ate agt egt gat ttt agt gat teg cat ctt tat 2223 
Val Glu Leu Gly Ala lie Ser Arg Asp Phe Ser Asp Ser His Leu Tyr 
730 735 740 

aae ctt geg att cet ctt gga ate aag tta gag aaa egg ttt gea gag 2271 
Asn Leu Ala lie Pro Leu Gly lie Lys Leu Glu Lys Arg Phe Ala Glu 
745 750 755 

caa tat tat cat gtt gta geg atg tat tet cca gat gtt tgt egt agt 2319 
2 0 Gin Tyr Tyr His Val Val Ala Met Tyr Ser Pro Asp Val Cys Arg Ser 
760 765 770 

aac ccc aaa tgt aeg act ace eta ctt tec aae eaa ggg agt tgg aag 2367 
Asn Pro Lys Cys Thr Thr Thr Leu Leu Ser Asn Gin Gly Ser Trp Lys 
775 780 785 

ace aaa ggt teg aac tta gea aga eag get ggt att gtt eag gee tea 2415 

Thr Lys Gly Ser Asn Leu Ala Arg Gin Ala Gly lie Val Gin Ala Ser 

790 795 800 805 

30 

ggt ttt cga tet ttg gga get gea gea gag ctt ttc ggg aac ttt ggc 2463 

Gly Phe Arg Ser Leu Gly Ala Ala Ala Glu Leu Phe Gly Asn Phe Gly 

810 815 820 

ttt gaa tgg egg gga tet tet egt age tat aat gta gat geg ggt age 2511 
Phe Glu Trp Arg Gly Ser Ser Arg Ser Tyr Asn Val Asp Ala Gly Ser 
825 830 835 

aaa ate aaa ttt 2523 
4 0 Lys lie Lys Phe 
840 



<210> 3 
<211> 1000 
<212> DNA 

<213> Chlamydia pneumoniae 

<220> 
50 <221> CDS 

<222> (101) . . (835) 

<400> 3 

cteetgtcec tcgegttgtc aacctacecc tccteccteg aattetaatc etttgaacgt 60 

agtacaacag cctgttgetg categteagt gcctteetac atg ccc cca ctg aat 115 

Met Pro Pro Leu Asn 
1 5 



60 
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get gat 
Ala Asp 



gat acg 
Asp Thr 

10 

gcc eta 
Ala Leu 



ate att 

lie He 
55 

cct eee 

2 0 Pro Pro 
70 

gtg atg 

Val Met 



ate gaa 
He Glu 

30 

gaa aca 
Glu Thr 



ttc tta 
Phe Leu 
135 

ate tea 
40 He Ser 
150 

tee gae 
Ser Asp 



aat get 
Asn Ala 

50 

gat tta 
Asp Leu 



tec cet 
Ser Pro 
215 

gta gae 
6 0 Val Asp 
230 



gat gtt etc 
Asp Val Leu 
10 

tat eea gae 
Tyr Pro Asp 
25 

teg cet ttc 
Ser Pro Phe 
40 

act tta gtc 
Thr Leu Val 



agt eaa gtc 
Ser Gin Val 



tte ccc acg 
Phe Pro Thr 
90 

gee aat ace 
Ala Asn Thr 
105 

gtg ttt gtc 
Val Phe Val 
120 

att cgc aac 
He Arg Asn 



cag aaa ace 
Gin Lys Thr 



ttt gta ate 
Phe Val He 
170 

ttc gaa att 
Phe Glu He 
185 

gtg act get 
Val Thr Ala 
200 

eta teg att 
Leu Ser He 



gga tgg aca 
Gly Trp Thr 



cet aga gae 
Pro Arg Asp 



att aca aeg 
He Thr Thr 



ctg gtc atg 
Leu Val Met 
45 

tta tta cgt 
Leu Leu Arg 
60 

etc aat ggg 
Leu Asn Gly 
75 

gga gtg get 
Gly Val Ala 



att cct eaa 
He Pro Gin 



get tta aac 
Ala Leu Asn 
125 

act eea aaa 
Thr Pro Lys 
140 

tte cct teg 
Phe Pro Ser 
155 

att att cct 
He He Pro 



gga gtc ttg 
Gly Val Leu 



aac gtt ctt 
Asn Val Leu 
205 

teg tta cct 
Ser Leu Pro 
220 

tta ctg etc 
Leu Leu Leu 
235 



cat ctg tea 
His Leu Ser 
15 

eaa geg ate 
Gin Ala He 
30 

ttg etc act 
Leu Leu Thr 



aac gcc tta 
Asn Ala Leu 



att gca etc 
He Ala Leu 
80 

atg tat aaa 
Met Tyr Lys 
95 

age etc tte 
Ser Leu Phe 
110 

aaa tet aaa 
Lys Ser Lys 



gca eaa att 
Ala Gin He 



gaa att ega 
Glu He Arg 
160 

get ttt att 
Ala Phe He 
175 

ate tat eta 
He Tyr Leu 
190 

gta gcg atg 
Val Ala Met 



tta aag tta 
Leu Lys Leu 



eaa ggg ett 
Gin Gly Leu 
240 



gat gga agt 
Asp Gly Ser 



ate tta att 
He Leu He 
35 

teg tat eta 
Ser Tyr Leu 
50 

gga gta caa 
Gly Val Gin 
65 

ate eta tet 
He Leu Ser 



gat get cgc 
Asp Ala Arg 



act gca gaa 
Thr Ala Glu 
115 

gaa cet ttg 
Glu Pro Leu 
130 

caa age ttt 
Gin Ser Phe 
145 

gcg cae etc 
Ala His Leu 



atg ggt cag 
Met Gly Gin 



cet tte ttt 
Pro Phe Phe 
195 

eag atg atg 
Gin Met Met 
210 

ctt ttg ate 
Leu Leu He 
225 

atg ate age 
Met He Ser 



tte tea 163 
Phe Ser 
20 

ttc ttg 211 
Phe Leu 



aag att 259 
Lys He 



caa aca 307 
Gin Thr 



att tat 355 
He Tyr 
85 

aag gaa 4 03 

Lys Glu 

100 

ggt get 451 
Gly Ala 



cgc tet 499 
Arg Ser 



tac aag 547 
Tyr Lys 



act gcc 595 
Thr Ala 
165 

ata aaa 643 

He Lys 

180 

gtt att 691 
Val He 



atg tta 739 
Met Leu 



gtc atg 787 
Val Met 



ttt aaa 835 
Phe Lys 
245 



11/83 



taaggacacg tgccgtgtta gcatttttcg caactagttt caaatctgtt ctttttgagt 895 
actcctacca atcattatta cttattttga ttgtttcggc acctcccatc atcttagctt 955 
ccatagtcgg gattatggtt gcgatcttcc aagccgcaac acaaa 1000 



<210> 4 
<211> 9 
10 <212> PRT 

<213> Chlamydia pneumoniae 

<220> 

<221> SITE 

<222> (188) . . (197) 

<400> 4 

Val Leu lie Tyr Leu Pro Phe Phe Val 
1 5 



20 



30 



<210> 5 

<211> 900 

<212> DNA 

<213> Chlamydia pneumoniae 

<220> 

<221> CDS 

<222> (101) . . (799) 

<400> 5 

tagctttata caaagtatag aaaaataaca cgacaataaa aggagcggtg ttttctcttc 60 



tgaggtaaat cagcctcaaa gatactacgc catagtaaag atg aag ttt ttt age 

Met Lys Phe Phe Ser 
1 5 



115 



tta att ttt aaa gat gat gat gtc tec cca aat aag aag gtt tta tct 163 

Leu lie Phe Lys Asp Asp Asp Val Ser Pro Asn Lys Lys Val Leu Ser 

40 10 15 20 

cct gaa get ttc tet get ttc ett gat gee aaa gag etg tta gaa aaa 211 

Pro Glu Ala Phe Ser Ala Phe Leu Asp Ala Lys Glu Leu Leu Glu Lys 

25 30 35 

aca aaa gee gat age gaa gee tat gtt gea gag aca gaa caa aag tgt 259 

Thr Lys Ala Asp Ser Glu Ala Tyr Val Ala Glu Thr Glu Gin Lys Cys 

40 45 50 

50 gea caa att cgt caa gaa get aaa gat caa gga ttt aaa gag gga tet 307 

Ala Gin lie Arg Gin Glu Ala Lys Asp Gin Gly Phe Lys Glu Gly Ser 

55 60 65 

gaa tec tgg age aag caa att get ttc tta gaa gaa gaa act aaa aat 355 

Glu Ser Trp Ser Lys Gin lie Ala Phe Leu Glu Glu Glu Thr Lys Asn 

70 75 80 85 



eta cge ata aga gta ege gag gee ttg gtt cct etg gea att geg agt 
Leu Arg lie Arg Val Arg Glu Ala Leu Val Pro Leu Ala lie Ala Ser 
60 90 95 100 



403 



12/83 



10 



gtg agg aaa ate att ggg aag gaa etc gaa tta eat ect gaa aet att 451 
Val Arg Lys lie lie Gly Lys Glu Leu Glu Leu His Pro Glu Thr lie 
105 110 115 

gtc tct att att tct caa gca ttg aaa gag etc aca caa aat aaa cat 499 
Val Ser He lie Ser Gin Ala Leu Lys Glu Leu Thr Gin Asn Lys His 
120 125 130 

ate att ate tct gtc aat cce aaa gat tta cet ctt gtt gag aaa agt 547 
He He He Ser Val Asn Pro Lys Asp Leu Pro Leu Val Glu Lys Ser 
135 140 145 



egt ect gaa etc aag aac ate gtg gag tat get gae tec tta att ctt 595 
Arg Pro Glu Leu Lys Asn He Val Glu Tyr Ala Asp Ser Leu He Leu 
150 155 160 165 



aca gca aaa ect gat gtt aet ect ggg ggt tge att ate gag act gaa 643 
2 0 Thr Ala Lys Pro Asp Val Thr Pro Gly Gly Cys He He Glu Thr Glu 

170 175 180 



gca ggg ate ate aat gcg eag ctt gat gta caa tta gat gee tta gaa 691 
Ala Gly He He Asn Ala Gin Leu Asp Val Gin Leu Asp Ala Leu Glu 
185 190 195 

aaa get tte teg act ata eta aaa gcg aag aac cet gta gac gag eca 73 9 
Lys Ala Phe Ser Thr He Leu Lys Ala Lys Asn Pro Val Asp Glu Pro 
200 205 210 

30 

tct gag aet tea tea tec aeg gat tct tct tct tta tct aat gat eag 787 
Ser Glu Thr Ser Ser Ser Thr Asp Ser Ser Ser Leu Ser Asn Asp Gin 
215 220 225 



gat aag aaa gaa taaaggtatt eactattatg egatccattt ttcgatttte 83 9 

Asp Lys Lys Glu 

230 

cetttgtttt tttaegetga gegteteatg ctgatttgct gaegccagtc tatatgaaaa 899 
40 c 900 



<210> 6 

<211> 9 

<212> PRT 

<213> Chlamydia pneumoniae 



<220> 

<221> SITE 
50 <222> (163) 



(171) 



<400> 6 

Leu He Leu Thr Ala Lys Pro Asp Val 
1 5 



<210> 7 
<211> 1200 
<212> DNA 
6 0 <213> Chlamydia pneumoniae 



13/83 



<220> 
<221> CDS 

<222> (101) . . (1066) 
<400> 7 

tgttcgcgat tggcactaat cccccctttt gttatggtga ataaaaaggt atgcgtggat 60 

10 tatggttcgt cgatctattt ctttttgctt gttctttcta atg aca ttg ctg tgc 115 

Met Thr Leu Leu Cys 

1 5 

tgt aca age tgt aac age agg tct eta att gtg cac ggt ctt eet ggc 163 

Cys Thr Ser Cys Asn Ser Arg Ser Leu lie Val His Gly Leu Pro Gly 

10 15 20 

aga gaa gcg aat gag att gtg gtg ctt ttg gta age aaa ggg gtg get 211 
Arg Glu Ala Asn Glu lie Val Val Leu Leu Val Ser Lys Gly Val Ala 
20 25 30 35 

gca caa aaa ttg eet caa get gca gcg get aca gee gga gea get act 259 
Ala Gin Lys Leu Pro Gin Ala Ala Ala Ala Thr Ala Gly Ala Ala Thr 
40 45 50 



gag eaa atg tgg gat ate gcg gtt ccg tea gca caa ate aca gag gee 
Glu Gin Met Trp Asp lie Ala Val Pro Ser Ala Gin lie Thr Glu Ala 
55 60 65 



ctg tta gat ctt ttt gca aaa caa ggt ctt gtt eet tec gag ctt cag 
Leu Leu Asp Leu Phe Ala Lys Gin Gly Leu Val Pro Ser Glu Leu Gin 
90 95 100 



act aca gaa aat gaa gat aat ctt eet tta aca gee tet gtg tat att 
Thr Thr Glu Asn Glu Asp Asn Leu Pro Leu Thr Ala Ser Val Tyr He 
135 140 145 



307 



3 0 ctt gee att eta aat caa gcg ggt ctt eca egt atg aaa ggg aca age 355 
Leu Ala He Leu Asn Gin Ala Gly Leu Pro Arg Met Lys Gly Thr Ser 
70 75 80 85 



403 



gaa aaa ate egt tat caa gaa ggc tta tea gaa cag atg gee tct acg 451 

Glu Lys lie Arg Tyr Gin Glu Gly Leu Ser Glu Gin Met Ala Ser Thr 

40 105 110 115 

att aga aaa atg gat ggc gtt gtc gat gee tea gta cag att tec tte 4 99 

He Arg Lys Met Asp Gly Val Val Asp Ala Ser Val Gin He Ser Phe 

120 125 130 



547 



5 0 aag cat cga ggg gtt ttg gae aat ccg aac age att atg gtt tec aaa 595 
Lys His Arg Gly Val Leu Asp Asn Pro Asn Ser He Met Val Ser Lys 
150 155 160 165 

att aag cgc ctt att gca agt get gtt eca gga ctt gtg cca gag aac 643 
He Lys Arg Leu He Ala Ser Ala Val Pro Gly Leu Val Pro Glu Asn 
170 175 180 

gtc tct gta gtg age gat cgc gca get tat agt gat att aca att aat 691 
Val Ser Val Val Ser Asp Arg Ala Ala Tyr Ser Asp He Thr He Asn 
60 185 190 195 



14/83 



10 



30 



ggt cct tgg gga tta aca gaa gaa ate gat tat gtt tct gtt tgg ggt 739 
Gly Pro Trp Gly Leu Thr Glu Glu lie Asp Tyr Val Ser Val Trp Gly 
200 205 210 

att att ctt gcg aag tct teg etc acc aaa ttc cgt etc att ttt tat 787 
lie lie Leu Ala Lys Ser Ser Leu Thr Lys Phe Arg Leu lie Phe Tyr 
215 220 225 

gte ttg att etc att tta ttt gtt att tct tgt ggt etc ctt tgg gtc 835 
Val Leu lie Leu lie Leu Phe Val lie Ser Cys Gly Leu Leu Trp Val 
230 235 240 245 



att tgg aaa act eat act etc att atg act atg gga ggt aca aaa ggg 
lie Trp Lys Thr His Thr Leu lie Met Thr Met Gly Gly Thr Lys Gly 
250 255 260 



gee gag gga gca get get gae aaa gag aaa aaa gaa gat gca gat tea 
Ala Glu Gly Ala Ala Ala Asp Lys Glu Lys Lys Glu Asp Ala Asp Ser 
280 285 290 



883 



ttc ttc aac ect aca cea tat aca aag aat gee ttg gaa gee aag aaa 931 
2 0 Phe Phe Asn Pro Thr Pro Tyr Thr Lys Asn Ala Leu Glu Ala Lys Lys 
265 270 275 



979 



cag ggg gaa age aaa aat gcg gaa acc agt gat aaa gac tct agt gat 1027 
Gin Gly Glu Ser Lys Asn Ala Glu Thr Ser Asp Lys Asp Ser Ser Asp 
295 300 305 

aaa gat get eca gaa gga age aat gaa att gag ggt get tagtgactgc 1076 
Lys Asp Ala Pro Glu Gly Ser Asn Glu lie Glu Gly Ala 
310 315 320 

caaeaetttt ggaaetctag acatcttgat gaagcactee aaggaagatg acetctceag 1136 
gtttcttcet aaaaatctte ttgttgaate tceteatcce gaagaaatee ctttaaaatc 1196 
ttta 1200 



40 <210> 8 

<211> 9 

<212> PRT 

<213> Chlamydia pneumoniae 
<220> 

<221> SITE 

<222> (201) . . (209) 

<400> 8 

5 0 Gly Leu Thr Glu Glu He Asp Tyr Val 
1 5 



<210> 9 

<211> 850 

<212> DNA 

<213> Chlamydia pneumoniae 

<220> 

60 <221> CDS 

<222> (101) . . (778) 



15/83 



<400> 9 

ttgaacccta tggaaatgta tcttatttgt gctgggctat atttcttaat gacaacatca 60 

ttttcctgta tttctaggtt atcagaaaag agaaggagtt atg aca att aga gtc 115 

Met Thr lie Arg Val 
1 5 

10 cga aac ctt gcc tac tct gta aat aag aaa aag att eta gat ggt gta 163 
Arg Asn Leu Ala Tyr Ser Val Asn Lys Lys Lys lie Leu Asp Gly Val 
10 15 20 

act ttt tct tta gag cga ggg cac att aca ctg ttt gtt ggg aag agt 211 
Thr Phe Ser Leu Glu Arg Gly His lie Thr Leu Phe Val Gly Lys Ser 
25 30 35 

ggt tea gga aaa aca atg att tta egt get ttg gcg ggc tta gtc cag 259 
Gly Ser Gly Lys Thr Met lie Leu Arg Ala Leu Ala Gly Leu Val Gin 
20 40 45 50 

ccc act caa gga gat att tgg att gaa ggg gag get cca get eta gtt 307 
Pro Thr Gin Gly Asp lie Trp lie Glu Gly Glu Ala Pro Ala Leu Val 
55 60 65 

tte caa caa ccc gag tta ttt tec cat atg aca gta tta gga aat tgc 355 
Phe Gin Gin Pro Glu Leu Phe Ser His Met Thr Val Leu Gly Asn Cys 
70 75 80 85 

3 0 ace cat cca caa ate cat ate aag ggt egt agt acc gaa gaa get cga 403 
Thr His Pro Gin lie His lie Lys Gly Arg Ser Thr Glu Glu Ala Arg 
90 95 100 

gaa aag gcg tte gag ett tta cat ttg ttg gat att gaa gag gtt get 451 
Glu Lys Ala Phe Glu Leu Leu His Leu Leu Asp lie Glu Glu Val Ala 
105 110 115 

aag aat tat cet gac cag etc tct ggg gga caa aaa caa egt gtg get 499 
Lys Asn Tyr Pro Asp Gin Leu Ser Gly Gly Gin Lys Gin Arg Val Ala 
40 120 125 130 

att gta egt tct tta tgt atg gat aaa eat aca tta ctt ttt gat gaa 547 
lie Val Arg Ser Leu Cys Met Asp Lys His Thr Leu Leu Phe Asp Glu 
135 140 145 



cet aca teg get tta gat cet ttt get aeg gca teg tte cga cat ctt 
Pro Thr Ser Ala Leu Asp Pro Phe Ala Thr Ala Ser Phe Arg His Leu 
150 155 160 165 



595 



50 tta gaa aca ett cga gae cag gaa ctg act gta ggg tta act act cat 643 
Leu Glu Thr Leu Arg Asp Gin Glu Leu Thr Val Gly Leu Thr Thr His 
170 175 180 

gae atg caa ttt gtt cat agt tgt ttg gat egt ate tat ctt ata gat 691 
Asp Met Gin Phe Val His Ser Cys Leu Asp Arg lie Tyr Leu lie Asp 
185 190 195 



caa gga act gtt gcg ggg gtc tat gae aag egt gae gga gag etc gat 73 9 
Gin Gly Thr Val Ala Gly Val Tyr Asp Lys Arg Asp Gly Glu Leu Asp 
60 200 205 210 



16/83 



tct ggt cat cca tta teg aaa tat ate eac tet get caa taggactaca 788 
Ser Gly His Pro Leu Ser Lys Tyr lie His Ser Ala Gin 
215 220 225 

getgctagag cagctgtagt gatactttag aatcctgaec agtggcagga atgagcggca 84 8 
tg 850 



<210> 10 
<211> 9 
<212> PRT 

<213> Chlamydia pneumoniae 
<220> 

<221> SITE 

<222> (145) . . (153) 



20 <400> 10 

Leu Leu Phe Asp Glu Pro Thr Ser Ala 
1 5 



<210> 11 
<211> 1500 
<212> DNA 

<213> Chlamydia pneumoniae 



30 <220> 

<221> CDS 

<222> (101) . , (1408) 



40 



<400> 11 

ctctgattta tggtaattct ttatttteag agccgtcaag teetttctat tctgttgaat 60 

ttcctaataa cgtaagtaat aaacaatcaa aagtccgcat atg aaa aga eet ttt 115 

Met Lys Arg Pro Phe 
1 5 

ttt acc tat eta tge ate ate ttc tac gga tct tgt gea teg tta tet 163 
Phe Thr Tyr Leu Cys lie lie Phe Tyr Gly Ser Cys Ala Ser Leu Ser 
10 15 20 



tta eat gea gga etc tet ttc eca gaa gta egt gga get aeg get get 211 
Leu His Ala Gly Leu Ser Phe Pro Glu Val Arg Gly Ala Thr Ala Ala 
25 30 35 



gtt gtc eat gcc gae tct ggg aag gta ttc tat gat aaa gac ata gat 259 
5 0 Val Val His Ala Asp Ser Gly Lys Val Phe Tyr Asp Lys Asp lie Asp 
40 45 50 



60 



get gta ate tat cct gee age atg aeg aaa ate gea act gcc etc ttt 
Ala Val lie Tyr Pro Ala Ser Met Thr Lys lie Ala Thr Ala Leu Phe 
55 60 65 



307 



ate eta aag eac tat cec aca gtc etc gat act etc ate aaa gtc aaa 355 
lie Leu Lys His Tyr Pro Thr Val Leu Asp Thr Leu lie Lys Val Lys 
70 75 80 85 



17/83 



10 



caa gat gcg ate get tec ate act ecg caa gca aaa aaa eaa tea gga 403 

Gin Asp Ala lie Ala Ser lie Thr Pro Gin Ala Lys Lys Gin Ser Gly 

90 95 100 

tat egt agt eet ccc cae tgg tta gaa aet gat gga tct aea ata eag 451 

Tyr Arg Ser Pro Pro His Trp Leu Glu Thr Asp Gly Ser Thr lie Gin 

105 110 115 

etc eat ctt cga gaa gag ett tta ggg tgg gac etg ttc cac gee tta 499 

Leu His Leu Arg Glu Glu Leu Leu Gly Trp Asp Leu Phe His Ala Leu 

120 125 130 

etg gtc tgt tet get aat gat get geg aat gtc tta get atg gca tgt 547 

Leu Val Cys Ser Ala Asn Asp Ala Ala Asn Val Leu Ala Met Ala Cys 

135 140 145 

tge gga tet gta gag aag ttt atg gat aag etg aac ttc ttc tta aaa 595 

2 0 Cys Gly Ser Val Glu Lys Phe Met Asp Lys Leu Asn Phe Phe Leu Lys 

150 155 160 165 

gaa gaa ate ggc tge aet cat ace cat ttt aat aat ccc eat ggg tta 643 

Glu Glu lie Gly Cys Thr His Thr His Phe Asn Asn Pro His Gly Leu 

170 175 180 

eat cat ecg aat cac tat aet aca ace cgt gat ctt att age ate atg 691 

His His Pro Asn His Tyr Thr Thr Thr Arg Asp Leu lie Ser lie Met 

185 190 195 

30 

cgt tge get etg aaa gaa cct eca ttt cga ggg gtc ate tec acg aca 739 

Arg Cys Ala Leu Lys Glu Pro Pro Phe Arg Gly Val lie Ser Thr Thr 

200 205 210 

age tat aaa ata ggg get aea aac etg eat gge gaa egg ate eta tee 787 

Ser Tyr Lys lie Gly Ala Thr Asn Leu His Gly Glu Arg lie Leu Ser 

215 220 225 

eca aca aac aaa ttg ctt ctt eet ggg tet ace tae eae tat eee eca 835 

4 0 Pro Thr Asn Lys Leu Leu Leu Pro Gly Ser Thr Tyr His Tyr Pro Pro 

230 235 240 245 

get tta gga ggg aaa aca ggg acc ace aag aet gea ggg aaa aat eta 8 83 

Ala Leu Gly Gly Lys Thr Gly Thr Thr Lys Thr Ala Gly Lys Asn Leu 

250 255 260 

att atg get get gaa aaa aat aae ege etc ttg gta acg ate gea acg 931 

lie Met Ala Ala Glu Lys Asn Asn Arg Leu Leu Val Thr lie Ala Thr 

265 270 275 

50 

ggc tat teg ggt cct gtg agt gat etc tac caa gat gtc att get eta 979 

Gly Tyr Ser Gly Pro Val Ser Asp Leu Tyr Gin Asp Val lie Ala Leu 

280 285 290 

tgt gaa acg gta ttt aae gag ecg eta tta aga aaa gag etc gtc eee 1027 

Cys Glu Thr Val Phe Asn Glu Pro Leu Leu Arg Lys Glu Leu Val Pro 

295 300 305 

ccc tee gac tgt etc caa tta gaa ata geg aat ett ggg aag ctt tet 1075 

60 Pro Ser Asp Cys Leu Gin Leu Glu lie Ala Asn Leu Gly Lys Leu Ser 

310 315 320 325 



10 



30 




18/83 

tgc cct ctt cct gag gga etc tac tat gac ttc tat gcc tec gaa gat 1123 
Cys Pro Leu Pro Glu Gly Leu Tyr Tyr Asp Phe Tyr Ala Ser Glu Asp 
330 335 340 

cgc gaa cct ctt tct gta tct ttt att gca cat gcg gac gcc ttc cct 1171 
Arg Glu Pro Leu Ser Val Ser Phe lie Ala His Ala Asp Ala Phe Pro 
345 350 355 

att gaa caa gga gat ctt ctt ggt cat tgg gtt ttt tat gac gat gaa 1219 
lie Glu Gin Gly Asp Leu Leu Gly His Trp Val Phe Tyr Asp Asp Glu 
360 365 370 

ggc aag aaa att tct tec eag cct ttc tat gee cct tgt cgt ttt gag 1267 
Gly Lys Lys lie Ser Ser Gin Pro Phe Tyr Ala Pro Cys Arg Phe Glu 
375 380 385 

cgc act ate aag cct tgg aaa etc tat atg aaa cgt gte ttc aca teg 1315 
2 0 Arg Thr lie Lys Pro Trp Lys Leu Tyr Met Lys Arg Val Phe Thr Ser 
390 395 400 405 

tat aga ace tat atg tct ata ace atg ctg etc atg tat ttt cgc ate 1363 
Tyr Arg Thr Tyr Met Ser lie Thr Met Leu Leu Met Tyr Phe Arg lie 
410 415 420 

cgc aag eac cgc aag tat aaa aat tta aaa cac tat tct aaa ate 14 08 

Arg Lys His Arg Lys Tyr Lys Asn Leu Lys His Tyr Ser Lys lie 
425 430 435 



taaetttttc ttttaattta taaaaaacca aaggtttatg taagatttge gettttcaat 1468 
ceaacaagaa teecttgtge geaeattact tt 1500 



<210> 12 

<211> 9 

<212> PRT 

<213> Chlamydia pneumoniae 

40 <220> 

<221> SITE 

<222> (156) . . (164) 

<400> 12 

Phe Met Asp Lys Leu Asn Phe Phe Leu 
1 5 



<210> 13 

50 <211> 2100 

<212> DNA 

<213> Chlamydia pneumoniae 

<220> 

<221> CDS 

<222> (101) . . (2035) 



<400> 13 

aaggageaaa tggagattgg ccaaatagac gagcaagggt ttgeataaga atagcctttt 6 0 

60 



^9EI'3a^W& . OSiSiBOS 
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10 



20 



30 



tcgcaataat aacttgccta aacgatcttg taaacgactt atg get tct aat ccc 115 

Met Ala Ser Asn Pro 
1 5 

att tta cag ata gag gat eta tec ata ace ttg gca aaa caa cgc caa 163 
lie Leu Gin He Glu Asp Leu Ser He Thr Leu Ala Lys Gin Arg Gin 
10 15 20 

cag tae ccc ate gte caa tct tta teg ttt act ate aat gaa gga caa 211 
Gin Tyr Pro lie Val Gin Ser Leu Ser Phe Thr He Asn Glu Gly Gin 
25 30 35 

ace tta gca ate att gga gaa tea gga tea gga aaa tct gte tct gcg 259 
Thr Leu Ala He He Gly Glu Ser Gly Ser Gly Lys Ser Val Ser Ala 
40 45 50 



cat gca ate ett cga tta ett ect tgc ccc cea ttt tct gtt tct ggc 
His Ala He Leu Arg Leu Leu Pro Cys Pro Pro Phe Ser Val Ser Gly 
55 60 65 



307 



cag gte aae ttc caa ggc cae aac tta ett aeg get teg cgc tct ata 355 

Gin Val Asn Phe Gin Gly His Asn Leu Leu Thr Ala Ser Arg Ser He 

70 75 80 85 

caa aaa aag att ata ggg aca gaa att tct atg ate ttt caa aac ccg 403 

Gin Lys Lys He He Gly Thr Glu He Ser Met He Phe Gin Asn Pro 

90 95 100 

caa gca tct eta aae ccc gtg ttt act att gaa cag cag ttt cga gaa 451 

Gin Ala Ser Leu Asn Pro Val Phe Thr He Glu Gin Gin Phe Arg Glu 

105 110 115 

att att eat ace cae eta gee tta act gca gaa gtt get aaa gaa aag 499 

He He His Thr His Leu Ala Leu Thr Ala Glu Val Ala Lys Glu Lys 

120 125 130 

atg tta tae get ett gaa gaa aca ggg ttt cat gat ccc agg ctg tgc 547 

4 0 Met Leu Tyr Ala Leu Glu Glu Thr Gly Phe His Asp Pro Arg Leu Cys 

135 140 145 

ttg aat etc tae ccc cae caa etc tct gga ggg atg ett caa aga att 595 

Leu Asn Leu Tyr Pro His Gin Leu Ser Gly Gly Met Leu Gin Arg He 

150 155 160 165 

tgc att gee atg gcg etc etc tgt tct ect aaa ett ett att get gat 643 

Cys He Ala Met Ala Leu Leu Cys Ser Pro Lys Leu Leu He Ala Asp 

170 175 180 

50 

gaa ect aeg act get tta gat gtt tct gtt cag tat cag att eta caa 691 

Glu Pro Thr Thr Ala Leu Asp Val Ser Val Gin Tyr Gin He Leu Gin 

185 190 195 

tta eta aaa aca eta cag aaa aaa aeg gga atg age ett ett att att 739 

Leu Leu Lys Thr Leu Gin Lys Lys Thr Gly Met Ser Leu Leu He He 

200 205 210 

ace cat aat atg gga gte gtt gca gaa act get gat gac gtg etc gtg 787 

60 Thr His Asn Met Gly Val Val Ala Glu Thr Ala Asp Asp Val Leu Val 

215 220 225 



20/83 



10 



30 



50 



etc tat gca gga cgc atg gta gaa tgt gcc cct gcg gtt caa atg ttc 835 
Leu Tyr Ala Gly Arg Met Val Glu Cys Ala Pro Ala Val Gin Met Phe 
230 235 240 245 

cat aat cct tct cat ccc tat acc cga gat ctt tta gca tec aga ccc 883 
His Asn Pro Ser His Pro Tyr Thr Arg Asp Leu Leu Ala Ser Arg Pro 
250 255 260 

tct eta caa ccg caa caa eta ggt tec ttc aac ccc att cea gga cag 931 
Ser Leu Gin Pro Gin Gin Leu Gly Ser Phe Asn Pro lie Pro Gly Gin 
265 270 275 

ccc cea eac tae acg gee ttt ccc teg gga tgt cgc tat cac cet aga 979 
Pro Pro His Tyr Thr Ala Phe Pro Ser Gly Cys Arg Tyr His Pro Arg 
280 285 290 



tgc tea aaa att tta aat cga tgt tct gcg gaa get cea gaa ate tat 
2 0 Cys Ser Lys lie Leu Asn Arg Cys Ser Ala Glu Ala Pro Glu lie Tyr 
295 300 305 



eta gat agt tta ggc cac tct ctg ctt tae eat aaa etc gtc cea aaa 
Leu Asp Ser Leu Gly His Ser Leu Leu Tyr His Lys Leu Val Pro Lys 
440 445 450 



1027 



ccg gta cgc gaa ggt cac aaa gta agg gtt ggc tgt atg acg act aat 1075 

Pro Val Arg Glu Gly His Lys Val Arg Val Gly Cys Met Thr Thr Asn 

310 315 320 325 

ttt ccc caa cct tta att caa gca ace tea tta aca aag cac tat tae 1123 

Phe Pro Gin Pro Leu lie Gin Ala Thr Ser Leu Thr Lys His Tyr Tyr 

330 335 340 

aag cgt tec ttt tgg ttt eag gga aag aca att gcc agt cgt cct gtt 1171 

Lys Arg Ser Phe Trp Phe Gin Gly Lys Thr lie Ala Ser Arg Pro Val 
345 350 355 

gac gac gtc tct ttt tea eta tae tec aga cgt get gtc gga ctt att 1219 

Asp Asp Val Ser Phe Ser Leu Tyr Ser Arg Arg Ala Val Gly Leu lie 
360 365 370 

gga gaa tct gga tea ggg aaa agt acc ctg gcg tta get etc gca ggt 12 67 

4 0 Gly Glu Ser Gly Ser Gly Lys Ser Thr Leu Ala Leu Ala Leu Ala Gly 
375 380 385 

etc eta cct etc acc tct ggg ttc tta act ttt aac ggc ace cea ate 1315 

Leu Leu Pro Leu Thr Ser Gly Phe Leu Thr Phe Asn Gly Thr Pro lie 

390 395 400 405 

aag ttg eat tct aaa cac gga cgc cat caa tta cga tct caa gta egg 1363 

Lys Leu His Ser Lys His Gly Arg His Gin Leu Arg Ser Gin Val Arg 

410 415 420 



ttg gtc ttt caa aat cea caa get tea tta aac ccg cga aaa act ate 1411 
Leu Val Phe Gin Asn Pro Gin Ala Ser Leu Asn Pro Arg Lys Thr lie 
425 430 435 



1459 



gaa aaa gta eta gea acg gta agg gaa tat tta gaa ttg gta ggg tta 1507 
6 0 Glu Lys Val Leu Ala Thr Val Arg Glu Tyr Leu Glu Leu Val Gly Leu 
455 460 465 



10 



30 



50 
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tct gag gag tat ttt tat cgt tat cct cac cag ctt tct gga gga caa 1555 
Ser Glu Glu Tyr Phe Tyr Arg Tyr Pro His Gin Leu Ser Gly Gly Gin 
470 475 480 485 

caa caa cga gtc tct ata gcg aga gcc eta tta gga gtc cct cag tta 1603 
Gin Gin Arg Val Ser lie Ala Arg Ala Leu Leu Gly Val Pro Gin Leu 
490 495 500 

att att tgt gac gaa att gtt tct get eta gat tta tct att caa gca 1651 
lie lie Cys Asp Glu lie Val Ser Ala Leu Asp Leu Ser lie Gin Ala 
505 510 515 

caa att etg aat atg ctt gcc gag ctg caa aaa aaa etc age etc aca 1699 
Gin lie Leu Asn Met Leu Ala Glu Leu Gin Lys Lys Leu Ser Leu Thr 
520 525 530 

tat etc ttc att teg eat gat ctt gee gtt gta cgc teg ttc tgc aca 1747 
2 0 Tyr Leu Phe lie Ser His Asp Leu Ala Val Val Arg Ser Phe Cys Thr 
535 540 545 

gag gta ttc att atg tat aag ggg caa att gta gaa aaa gga aat aca 1795 
Glu Val Phe lie Met Tyr Lys Gly Gin lie Val Glu Lys Gly Asn Thr 
550 555 560 565 

aaa cgc att ttt tct gat cca caa cat cct tat aeg cgc atg ttg tta 1843 
Lys Arg lie Phe Ser Asp Pro Gin His Pro Tyr Thr Arg Met Leu Leu 
570 575 580 



aat gcc caa ctt cca gag act cct gat caa agg caa tct aaa cct ata 
Asn Ala Gin Leu Pro Glu Thr Pro Asp Gin Arg Gin Ser Lys Pro lie 
585 590 595 



1891 



ttc caa gaa tat cac aaa gat tct gaa gaa tct tgc tct aca gga tgc 1939 
Phe Gin Glu Tyr His Lys Asp Ser Glu Glu Ser Cys Ser Thr Gly Cys 
600 605 610 

tac ttt tac aat cgt tgt cca caa aaa caa gaa get tgc aag tea gag 1987 
4 0 Tyr Phe Tyr Asn Arg Cys Pro Gin Lys Gin Glu Ala Cys Lys Ser Glu 
615 620 625 

ate ate cca aat caa gga gac gcg cac cat aca tac cgt tgt ate eat 2035 
lie lie Pro Asn Gin Gly Asp Ala His His Thr Tyr Arg Cys lie His 
630 635 640 645 

tgattegtec tetaegctat tettaagcta ceattaagga ateccaaggg agaggtetgc 2095 
tctat 2100 



<210> 14 
<211> 9 
<212> PRT 

<213> Chlamydia pneumoniae 
<220> 

<221> SITE 
<222> (59) . . (67) 



60 




22/83 



<400> 14 

Leu Leu Pro Cys Pro Pro Phe Ser Val 
1 5 



<210> 15 
<211> 2300 
10 <212> DNA 

<213> Chlamydia pneumoniae 

<220> 
<221> CDS 

<222> (101) , . (2194) 
<400> 15 

cgaagagcaa acctccacag ttacagagaa agacgtccaa cctaaaacac aagcaacacc 60 

2 0 acacgcttcg aagaaaaacg ttgcaagtcc ttcgacctct atg cca gga ate gag 115 

Met Pro Gly lie Glu 

1 5 

aaa gca gca aca aca gtg get gta cct caa gac aaa tct gaa gaa gaa 163 

Lys Ala Ala Thr Thr Val Ala Val Pro Gin Asp Lys Ser Glu Glu Glu 

10 15 20 

aaa gtt aaa gag cga ttg aca aag egg gaa ett ace tgt gaa gac ctt 211 
Lys Val Lys Glu Arg Leu Thr Lys Arg Glu Leu Thr Cys Glu Asp Leu 
30 25 30 35 

aaa gat aac ggc tat act gtc aat ttt gaa gac att tct att tta gag 259 
Lys Asp Asn Gly Tyr Thr Val Asn Phe Glu Asp lie Ser lie Leu Glu 
40 45 50 

ttg ttg cag ttc gta agt aaa att tct gga acg aac ttt gtc ttt gat 307 
Leu Leu Gin Phe Val Ser Lys lie Ser Gly Thr Asn Phe Val Phe Asp 
55 60 65 

4 0 age aac gat ttg caa ttc aat gtc acg ate gtt tec cae gat cct act 355 
Ser Asn Asp Leu Gin Phe Asn Val Thr lie Val Ser His Asp Pro Thr 
70 75 80 85 

tct gta gat gat tta tct aca ate tta eta caa gtc tta aaa atg cat 403 
Ser Val Asp Asp Leu Ser Thr lie Leu Leu Gin Val Leu Lys Met His 
90 95 100 

gac ttg aag gtt gtt gaa caa ggc aat aac gtc ctt ate tat egt aat 451 
Asp Leu Lys Val Val Glu Gin Gly Asn Asn Val Leu lie Tyr Arg Asn 
50 105 110 115 

cct cat ctt tct aag eta tec aca gta gtc aca gac age tec tta aaa 499 
Pro His Leu Ser Lys Leu Ser Thr Val Val Thr Asp Ser Ser Leu Lys 
120 125 130 

gaa acg tgt gaa get gtt gtg gtt ace cga gtg ttc egt ctt tac agg 547 
Glu Thr Cys Glu Ala Val Val Val Thr Arg Val Phe Arg Leu Tyr Arg 
135 140 145 



60 



o e3 o ^Wf3 0. o 5S s a e 
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cgt cag ccc tct gca gca gta aat att att caa cct tta ctt tec cat 595 
Arg Gin Pro Ser Ala Ala Val Asn lie lie Gin Pro Leu Leu Ser His 
150 155 160 165 



gat get ate gtt agt get tea gaa get act cgt cat gtt ate ate teg 
Asp Ala lie Val Ser Ala Ser Glu Ala Thr Arg His Val lie lie Ser 
170 175 180 



643 



gat att get ggt aat gtc gat aaa gte agt gat ttg eta gca get eta 691 

Asp lie Ala Gly Asn Val Asp Lys Val Ser Asp Leu Leu Ala Ala Leu 

185 190 195 

gat tgc cea ggc aca tct gtg gae atg act gaa tac gaa gtt aaa tat 73 9 

Asp Cys Pro Gly Thr Ser Val Asp Met Thr Glu Tyr Glu Val Lys Tyr 

200 205 210 

gee aat ccc gca get ctt gtt age tac tgc caa gat gtt ctt ggt act 787 

2 0 Ala Asn Pro Ala Ala Leu Val Ser Tyr Cys Gin Asp Val Leu Gly Thr 

215 220 225 

ctg gee gaa gat gat get ttc caa atg ttc ate caa cct gga acg aae 835 

Leu Ala Glu Asp Asp Ala Phe Gin Met Phe lie Gin Pro Gly Thr Asn 

230 235 240 245 

aaa att ttc gtc gte tct tea cea cgt ctt gca aat aag gca gag cag 883 

Lys He Phe Val Val Ser Ser Pro Arg Leu Ala Asn Lys Ala Glu Gin 

250 255 260 

30 

etc ctg aag tee tta gat gtc cea gaa atg gca cat acc eta gat gat 931 

Leu Leu Lys Ser Leu Asp Val Pro Glu Met Ala His Thr Leu Asp Asp 

265 270 275 

cct gca agt act gee ttg get ttg gga gga aca gga ace acg age cct 979 

Pro Ala Ser Thr Ala Leu Ala Leu Gly Gly Thr Gly Thr Thr Ser Pro 

280 285 290 

aag agt ttg egg ttc ttt atg tac aag ctg aag tat caa aat gga gaa 1027 

4 0 Lys Ser Leu Arg Phe Phe Met Tyr Lys Leu Lys Tyr Gin Asn Gly Glu 

295 300 305 

gtg att get aat gee etc caa gat ate ggt tac aat eta tat gta ace 1075 

Val He Ala Asn Ala Leu Gin Asp He Gly Tyr Asn Leu Tyr Val Thr 

310 315 320 325 

aca get atg gae gaa gat ttc att aae act etc aat agt ate cag tgg 1123 

Thr Ala Met Asp Glu Asp Phe He Asn Thr Leu Asn Ser He Gin Trp 

330 335 340 

50 

tta gag gtc aat aae tec ata gtt att ate gga aae caa ggg aat gtc 1171 

Leu Glu Val Asn Asn Ser He Val He He Gly Asn Gin Gly Asn Val 

345 350 355 

gae aga gtt att ggc etc tta aae ggt tta gat tta cct cct aaa cag 1219 

Asp Arg Val He Gly Leu Leu Asn Gly Leu Asp Leu Pro Pro Lys Gin 

360 365 370 

gtt tac ate gaa gtt tta att eta gat acc age tta gag aaa tec tgg 1267 

6 0 Val Tyr He Glu Val Leu He Leu Asp Thr Ser Leu Glu Lys Ser Trp 

375 380 385 
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gac ttt gga gtg caa tgg gta gcc eta ggt gat gaa caa agt aaa gta 1315 
Asp Phe Gly Val Gin Trp Val Ala Leu Gly Asp Glu Gin Ser Lys Val 
390 395 400 405 

get tat get tct gga eta ttg aat aat act ggc ata gee aca eet aca 1363 
Ala Tyr Ala Ser Gly Leu Leu Asn Asn Thr Gly lie Ala Thr Pro Thr 
410 415 420 

aaa gca aet gte eet ccc gge aeg cca aat cct ggt teg ate ect ctt 1411 
Lys Ala Thr Val Pro Pro Gly Thr Pro Asn Pro Gly Ser lie Pro Leu 
425 430 435 

cct aeg cca gga caa ttg aca ggg ttc tea gat atg etg aac tct teg 1459 
Pro Thr Pro Gly Gin Leu Thr Gly Phe Ser Asp Met Leu Asn Ser Ser 
440 445 450 

tea gea ttc ggt eta gga ate ate gga aat gte eta agt eat aaa ggg 1507 
2 0 Ser Ala Phe Gly Leu Gly lie lie Gly Asn Val Leu Ser His Lys Gly 
455 460 465 

aag tct ttc ctt act ttg gga ggc tta tta agt gcc tta gat caa gat 1555 
Lys Ser Phe Leu Thr Leu Gly Gly Leu Leu Ser Ala Leu Asp Gin Asp 
470 475 480 485 

gga gat act gte att gte ttg aat cct aga ate atg get cag gat aeg 1603 
Gly Asp Thr Val lie Val Leu Asn Pro Arg lie Met Ala Gin Asp Thr 
490 495 500 

30 

caa caa get teg ttt ttt gta ggg caa aeg gte ect tac caa act ate 1651 
Gin Gin Ala Ser Phe Phe Val Gly Gin Thr Val Pro Tyr Gin Thr lie 
505 510 515 

aaa tae tat ate caa gaa aca gga act gta aeg caa aat ate gat tat 1699 
Lys Tyr Tyr lie Gin Glu Thr Gly Thr Val Thr Gin Asn lie Asp Tyr 
520 525 530 

gaa gat att gga gtg aac ctt gte gtt ace tct aca gtt get ece aac 1747 
4 0 Glu Asp lie Gly Val Asn Leu Val Val Thr Ser Thr Val Ala Pro Asn 
535 540 545 

aat gta gtt aca eta caa ate gaa cag aeg ate tea gaa tta eat tec 1795 
Asn Val Val Thr Leu Gin lie Glu Gin Thr lie Ser Glu Leu His Ser 
550 555 560 565 

gcg tct gga tea eta aca eet gte aca gat aaa aet tat gca gee aca 1843 
Ala Ser Gly Ser Leu Thr Pro Val Thr Asp Lys Thr Tyr Ala Ala Thr 
570 575 580 

50 

cge tta caa att cee gac ggt tgt ttc tta gtt atg agt ggg eat ate 1891 
Arg Leu Gin lie Pro Asp Gly Cys Phe Leu Val Met Ser Gly His lie 
585 590 595 

aga gat aaa aet aca aaa gtg gtt tea gga gtg eet ttg eta aac tee 1939 
Arg Asp Lys Thr Thr Lys Val Val Ser Gly Val Pro Leu Leu Asn Ser 
600 605 610 

ata cca tta att egt ggt tta ttt age egt ace ate gac caa agg caa 1987 
60 lie Pro Leu lie Arg Gly Leu Phe Ser Arg Thr lie Asp Gin Arg Gin 
615 620 625 
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aaa cgc aat ate atg atg ttt att aag cct aag gtg att agt age ttt 2035 
Lys Arg Asn lie Met Met Phe lie Lys Pro Lys Val lie Ser Ser Phe 
630 635 640 645 

gaa gaa ggc aet cgt gtt ace aat aag gaa gga tac aga tac aat tgg 2083 
Glu Glu Gly Thr Arg Val Thr Asn Lys Glu Gly Tyr Arg Tyr Asn Trp 
650 655 660 

gaa get gat gaa gga tee atg eaa gtg gee ect egc cat get cct gaa 2131 
Glu Ala Asp Glu Gly Ser Met Gin Val Ala Pro Arg His Ala Pro Glu 
665 670 675 

tgc eaa gga eet cct tct tta cag get gaa agt gac ttt aaa ata ata 2179 
Cys Gin Gly Pro Pro Ser Leu Gin Ala Glu Ser Asp Phe Lys He lie 
680 685 690 

gaa ata gaa get eag tagtggtata taaaagagga agatgatatt ctccgeegtg 2234 
2 0 Glu He Glu Ala Gin 
695 

gaatagette tgaetctgtt gcattcaggg ggaaagccaa gaagatgtag agteggccgt 2294 
ataaet 2300 



<210> 16 

<211> 9 

<212> PRT 

3 0 <213> Chlamydia pneumoniae 



<220> 

<221> SITE 
<222> (50) . . (58) 



<400> 16 

Ser He Leu Glu Leu Leu Gin Phe Val 
1 5 



<210> 17 

<211> 1900 

<212> DNA 

<213> Chlamydia pneumoniae 



<220> 
<221> CDS 

<222> (101) . . (1741) 



50 <400> 17 

tagcttgaaa tagettccte caattgtgat ttctgaagaa gtataggggg aaatgtegaa 60 

gagatagtct tgttttaaag gaggagggga aaaeggttta atg age aga aaa gac 115 

Met Ser Arg Lys Asp 
1 5 



60 



aat gag gtt tee tta get egt tea att ttt aat ata tta tee gga aet 
Asn Glu Val Ser Leu Ala Arg Ser He Phe Asn He Leu Ser Gly Thr 
10 15 20 



163 
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ttc tgt agt cgt att aca ggg ata ttt cga gaa att gca atg gca acc 211 
Phe Cys Ser Arg He Thr Gly He Phe Arg Glu He Ala Met Ala Thr 
25 30 35 



tat ttt gga get gat cca att gta get get tte tgg tta ggt ttc cgt 259 
Tyr Phe Gly Ala Asp Pro He Val Ala Ala Phe Trp Leu Gly Phe Arg 
40 45 50 

10 

act gtt ttt ttc tta aga aaa att tta gga ggg etc att eta gaa caa 307 
Thr Val Phe Phe Leu Arg Lys He Leu Gly Gly Leu He Leu Glu Gin 
55 60 65 



gee ttc ate ect cat ttt gaa ttt 

Ala Phe He Pro His Phe Glu Phe 
70 75 

gcg geg ttt ttt tte cga cgc ttt 

2 0 Ala Ala Phe Phe Phe Arg Arg Phe 

90 



etc cgt get caa agt etc gat cgt 355 
Leu Arg Ala Gin Ser Leu Asp Arg 
80 85 

tct aga ttg att aaa ggc age act 403 
Ser Arg Leu He Lys Gly Ser Thr 
95 100 



att ata tte act ctg ett att gaa gca gta ttg tgg gta ttc ttc aat 451 
He He Phe Thr Leu Leu He Glu Ala Val Leu Trp Val Phe Phe Asn 
105 110 115 



aac gtt gaa gag ggg act tae gat atg att etc ett act atg ata etc 499 
Asn Val Glu Glu Gly Thr Tyr Asp Met He Leu Leu Thr Met He Leu 
120 125 130 

30 

ttg ccc tgt ggc att tte tta atg atg tae aat gta aac ggc get ttg 547 
Leu Pro Cys Gly He Phe Leu Met Met Tyr Asn Val Asn Gly Ala Leu 
135 140 145 



ett eac tgt gga aat aag ttt ttc ggg gtg gga tta get ccc gta gtt 595 
Leu His Cys Gly Asn Lys Phe Phe Gly Val Gly Leu Ala Pro Val Val 
150 155 160 165 



gta aat ate att tgg att ttc ttt gtt ata gcg get cgt cat tea gat 643 
4 0 Val Asn He He Trp He Phe Phe Val He Ala Ala Arg His Ser Asp 

170 175 180 



cct aga gag cgt att ate ggt tta tec gtg get eta gtt ate ggg ttt 691 
Pro Arg Glu Arg He He Gly Leu Ser Val Ala Leu Val He Gly Phe 
185 190 195 



ttc tte gaa tgg tta ate aeg gtt cct gga gta tgg aaa ttt eta tta 739 
Phe Phe Glu Trp Leu He Thr Val Pro Gly Val Trp Lys Phe Leu Leu 
200 205 210 

50 

gaa geg aag age cca cct caa gaa eac gat agt gtt cga get tta tta 787 
Glu Ala Lys Ser Pro Pro Gin Glu His Asp Ser Val Arg Ala Leu Leu 
215 220 225 

get ccc tta tct ttg ggt att tta act tea age ate ttc cag ctg aac 835 
Ala Pro Leu Ser Leu Gly He Leu Thr Ser Ser He Phe Gin Leu Asn 
230 235 240 245 



ett ett tct gat ate tge ttg get ege tat gta cat gaa ata gge cct 
60 Leu Leu Ser Asp He Cys Leu Ala Arg Tyr Val His Glu He Gly Pro 

250 255 260 



883 



cj e s ,3 ii- w-i& o 5 es O 2 



27/83 



10 



eta tat ctt atg tac tec tta aag att tat cag etc ccc ata cat etc 931 
Leu Tyr Leu Met Tyr Ser Leu Lys lie Tyr Gin Leu Pro lie His Leu 
265 270 275 

ttt ggc ttt ggt gtg ttt ace gtt etc etc eea gca att tct egt tgt 979 
Phe Gly Phe Gly Val Phe Thr Val Leu Leu Pro Ala lie Ser Arg Cys 
280 285 290 

gta eag cga gaa gat cat gag agg gga ttg aaa ctt atg aag ttc gtt 1027 
Val Gin Arg Glu Asp His Glu Arg Gly Leu Lys Leu Met Lys Phe Val 
295 300 305 

etc aec eta ace atg tec gta atg ate att atg aea gca ggg eta ttg 1075 
Leu Thr Leu Thr Met Ser Val Met lie lie Met Thr Ala Gly Leu Leu 
310 315 320 325 

etc tta get tta cet gga gte egt gtc ctt tat gaa cac gga ctt ttc 1123 
2 0 Leu Leu Ala Leu Pro Gly Val Arg Val Leu Tyr Glu His Gly Leu Phe 

330 335 340 

eet eag agt get gte tac get att gtt egt gta ttg ega ggt tat ggt 1171 
Pro Gin Ser Ala Val Tyr Ala lie Val Arg Val Leu Arg Gly Tyr Gly 
345 350 355 

gee agt att ate cet atg gee ttg get cet tta gte tct gtt ctt ttt 1219 
Ala Ser lie He Pro Met Ala Leu Ala Pro Leu Val Ser Val Leu Phe 
360 365 370 

30 

tat gca eag egg cag tat get gtt ceg etc ttt ata gga ate ggt aeg 1267 
Tyr Ala Gin Arg Gin Tyr Ala Val Pro Leu Phe He Gly He Gly Thr 
375 380 385 

get ttg gee aat att gtt tta age ttg gtt eta ggt egt tgg gtt tta 1315 
Ala Leu Ala Asn He Val Leu Ser Leu Val Leu Gly Arg Trp Val Leu 
390 395 400 405 

aaa gae gte teg ggc att tee tat get aea tee ata act get tgg gtg 1363 
4 0 Lys Asp Val Ser Gly He Ser Tyr Ala Thr Ser He Thr Ala Trp Val 

410 415 420 

eag tta tat ttc etc tgg tat tat tct teg aaa aga etc cet atg tac 1411 
Gin Leu Tyr Phe Leu Trp Tyr Tyr Ser Ser Lys Arg Leu Pro Met Tyr 
425 430 435 

tct aag tta ctt tgg gag age ate egg egt tee ata aaa gtt atg gga 1459 
Ser Lys Leu Leu Trp Glu Ser He Arg Arg Ser He Lys Val Met Gly 
440 445 450 

50 

ace act atg ctt get tgt atg att act eta ggc tta aat ate ctt aeg 1507 
Thr Thr Met Leu Ala Cys Met He Thr Leu Gly Leu Asn He Leu Thr 
455 460 465 

caa act aea tat gta att ttc tta aac ccc etc aea eea ctt get tgg 1555 
Gin Thr Thr Tyr Val He Phe Leu Asn Pro Leu Thr Pro Leu Ala Trp 
470 475 480 485 

ece tta tec tee ata aeg get caa gca att get ttt tta tct gag age 1603 
60 Pro Leu Ser Ser He Thr Ala Gin Ala He Ala Phe Leu Ser Glu Ser 

490 495 500 



10 
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tgc att ttc ttg get ttt ttg ttt ggt ttt gca aaa ctg ctt cga gta 1651 

Cys lie Phe Leu Ala Phe Leu Phe Gly Phe Ala Lys Leu Leu Arg Val 
505 510 515 

gaa gat ctt att aat ttg get tet ttt gaa tac tgg cgt ggg caa egg 1699 
Glu Asp Leu lie Asn Leu Ala Ser Phe Glu Tyr Trp Arg Gly Gin Arg 
520 525 530 

ggt ctt ttg caa aga caa cac gtg atg caa gae act caa aat 1741 
Gly Leu Leu Gin Arg Gin His Val Met Gin Asp Thr Gin Asn 
535 540 545 

taatcatgtt tgtttcttgt agctcagtcg ctttctttta getttaagtt ttgatagect 1801 
gcttggtctt ctgtttctac aettaatatt gatactaagg atactatgaa aaaacaggta 1861 
tatcaatggt tagcgagtgt ggttctttta gcgetgaca 1900 

20 <210> 18 

<211> 9 

<212> PRT 

<213> Chlamydia pneumoniae 
<220> 

<221> SITE 

<222> (111) . . (119) 

<400> 18 

3 0 Val Leu Trp Val Phe Phe Asn Asn Val 
1 5 



<210> 19 

<211> 3150 

<212> DNA 

<213> Chlamydia pneumoniae 

<220> 
40 <221> CDS 

<222> (101) . . (2962) 

<400> 19 

tetcaagagt aaccttatcc ttagattatt eagctcaagt ctcctcgtca actgtaggtc 60 

aataecttaa agctgagagt eattgcacat tttaaccaca atg aaa aca tea agg 115 

Met Lys Thr Ser Arg 
1 5 

50 aat aaa cag tgc aaa ata aca gat cec tta agt aaa tet tec ttc ttt 163 
Asn Lys Gin Cys Lys lie Thr Asp Pro Leu Ser Lys Ser Ser Phe Phe 
10 15 20 

gtt gga gee tta att tta ggt aaa act aca ata etc ctt aat gcg act 211 
Val Gly Ala Leu lie Leu Gly Lys Thr Thr lie Leu Leu Asn Ala Thr 
25 30 35 

ecg ttg tet gae tat ttt gat aat caa gca aat caa etc aca aca etc 259 
Pro Leu Ser Asp Tyr Phe Asp Asn Gin Ala Asn Gin Leu Thr Thr Leu 
60 40 45 50 
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10 



ttc cct eta att gat act ctt act aac atg act ccc tac tct cat aga 307 

Phe Pro Leu lie Asp Thr Leu Thr Asn Met Thr Pro Tyr Ser His Arg 
55 60 65 

gca aca ctt ttt gga gtt agg gat gac act aac caa gac att gtc etc 355 

Ala Thr Leu Phe Gly Val Arg Asp Asp Thr Asn Gin Asp lie Val Leu 

70 75 80 85 

gat cac cag aat tec ata gaa age tgg ttc gaa aac ttc tct caa gac 4 03 

Asp His Gin Asn Ser lie Glu Ser Trp Phe Glu Asn Phe Ser Gin Asp 

90 95 100 

9gc ggt get etc tct tgc aaa tea ctt gee ata acg aat aca aaa aac 451 

Gly Gly Ala Leu Ser Cys Lys Ser Leu Ala lie Thr Asn Thr Lys Asn 

105 110 115 

caa att ctt ttc eta aat age ttt get att aaa aga get ggt geg atg 499 

2 0 Gin lie Leu Phe Leu Asn Ser Phe Ala lie Lys Arg Ala Gly Ala Met 

120 125 130 

tat gtt gat ggt aat ttc gat ctt tct gag aat cat ggt tec ate att 547 

Tyr Val Asp Gly Asn Phe Asp Leu Ser Glu Asn His Gly Ser lie lie 
135 140 145 

ttc tct ggg aat tta age ttt cct aat gca agt aat ttc get gat act 595 

Phe Ser Gly Asn Leu Ser Phe Pro Asn Ala Ser Asn Phe Ala Asp Thr 

150 155 160 165 

30 

tgt aca ggg gga get gtt tta tgt teg aaa aat gtt aca ate tea aaa 643 

Cys Thr Gly Gly Ala Val Leu Cys Ser Lys Asn Val Thr lie Ser Lys 

170 175 180 

aat caa gga ace gca tac ttc att aac aac aag gca aaa tct tea gga 691 

Asn Gin Gly Thr Ala Tyr Phe lie Asn Asn Lys Ala Lys Ser Ser Gly 

185 190 195 

gga gca ate caa get gca ate ata aac att aag gac aac act gge cct 73 9 

4 0 Gly Ala lie Gin Ala Ala lie lie Asn lie Lys Asp Asn Thr Gly Pro 

200 205 210 

tgc ctg ttt ttt aat aat get gca gge gga aca geg ggg ggc geg ttg 787 

Cys Leu Phe Phe Asn Asn Ala Ala Gly Gly Thr Ala Gly Gly Ala Leu 
215 220 225 

ttc get aat get tgt aga att gag aat aat tct cag cct ate tat ttt 835 

Phe Ala Asn Ala Cys Arg lie Glu Asn Asn Ser Gin Pro lie Tyr Phe 

230 235 240 245 

50 

ttg aat aac caa tea ggt ctg ggt ggt gca ata aga gta cat caa gag 883 

Leu Asn Asn Gin Ser Gly Leu Gly Gly Ala lie Arg Val His Gin Glu 

250 255 260 

tgc att ctt aca aag aat ace ggt tct gtg ate ttc aac aat aat ttt 931 

Cys lie Leu Thr Lys Asn Thr Gly Ser Val lie Phe Asn Asn Asn Phe 

265 270 275 

gee atg gaa geg gac ate tct get aac cat tec tct gga ggg get ate 979 

60 Ala Met Glu Ala Asp lie Ser Ala Asn His Ser Ser Gly Gly Ala lie 

280 285 290 



30/83 



10 



tat tgc att agt tgt tct ata aaa gac aac cca gga att gca gcc ttc 1027 

Tyr Cys lie Ser Cys Ser lie Lys Asp Asn Pro Gly lie Ala Ala Phe 

295 300 305 

gat aat aat act gca gca cga gat gga ggt get ate tgt aca caa tct 1075 

Asp Asn Asn Thr Ala Ala Arg Asp Gly Gly Ala He Cys Thr Gin Ser 

310 315 320 325 

eta act ata caa gac agt ggt ccc gtc tat ttc aca aac aat cag gga 112 3 

Leu Thr He Gin Asp Ser Gly Pro Val Tyr Phe Thr Asn Asn Gin Gly 

330 335 340 

act tgg ggc ggc get ate atg etc cgt caa gat ggt gca tgc act tta 1171 

Thr Trp Gly Gly Ala He Met Leu Arg Gin Asp Gly Ala Cys Thr Leu 

345 350 355 

ttt get gat eag gga gat att att ttt tat aat aat aga cac ttc aaa 1219 

2 0 Phe Ala Asp Gin Gly Asp He He Phe Tyr Asn Asn Arg His Phe Lys 

360 365 370 

gat act ttc age aat cat gtt tct gta aac tgc aeg cgt aat gtc tea 1267 

Asp Thr Phe Ser Asn His Val Ser Val Asn Cys Thr Arg Asn Val Ser 

375 380 385 

tta aca gtt gga gca agt caa ggt cat tct get acc ttc tat gat ccc 1315 

Leu Thr Val Gly Ala Ser Gin Gly His Ser Ala Thr Phe Tyr Asp Pro 

390 395 400 405 

30 

ata eta caa aga tat act ata caa aac tct ate caa aaa ttt aat ect 1363 

He Leu Gin Arg Tyr Thr He Gin Asn Ser He Gin Lys Phe Asn Pro 

410 415 420 

aat cca gaa cac etc gga act ate ttg ttc tec tea aca tat att ccg 1411 

Asn Pro Glu His Leu Gly Thr He Leu Phe Ser Ser Thr Tyr He Pro 

425 430 435 

gat aca teg act tct cgt gat gac ttc att tea eat ttc aga aac cac 1459 

4 0 Asp Thr Ser Thr Ser Arg Asp Asp Phe He Ser His Phe Arg Asn His 

440 445 450 

att gga ctg tac aac ggc aca etc get ett gaa gat cga gca gag tgg 1507 

He Gly Leu Tyr Asn Gly Thr Leu Ala Leu Glu Asp Arg Ala Glu Trp 

455 460 465 

aaa gtc tat aaa ttt gat caa ttt ggt ggg act eta egg tta ggc agt 1555 

Lys Val Tyr Lys Phe Asp Gin Phe Gly Gly Thr Leu Arg Leu Gly Ser 

470 475 480 485 



50 



aga get gtg ttt tct aca aca gac gaa gaa caa agt age agt agt gtg 1603 
Arg Ala Val Phe Ser Thr Thr Asp Glu Glu Gin Ser Ser Ser Ser Val 
490 495 500 

ggt tct gta att aac ate aat aat ett gca att aac ett ccc tct ate 1651 
Gly Ser Val He Asn He Asn Asn Leu Ala He Asn Leu Pro Ser He 
505 510 515 



tta ggc aac aga gtt get ccc aag eta tgg att cgc ccc aca ggt tea 
60 Leu Gly Asn Arg Val Ala Pro Lys Leu Trp He Arg Pro Thr Gly Ser 
520 525 530 



1699 
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tea gca ccc tat age gaa gat aat aac cct ata ate aat etc tea gga 1747 

Ser Ala Pro Tyr Ser Glu Asp Asn Asn Pro lie lie Asn Leu Ser Gly 
535 540 545 

cct ttg age eta ctg gat gae gag aae eta gat ecc tat gat act gea 1795 

Pro Leu Ser Leu Leu Asp Asp Glu Asn Leu Asp Pro Tyr Asp Thr Ala 
550 555 560 565 

gae ett gee eaa cct ate gea gaa gtt cet ctt etg tat etc tta gac 1843 

Asp Leu Ala Gin Pro lie Ala Glu Val Pro Leu Leu Tyr Leu Leu Asp 

570 575 580 

gte aea get aaa cat att aat acg gat aat tte tac cet gag ggt eta 1891 

Val Thr Ala Lys His lie Asn Thr Asp Asn Phe Tyr Pro Glu Gly Leu 
585 590 595 

aat aea act eaa cac tae gge tac caa ggc gtt tgg tec cct tac tgg 1939 

2 0 Asn Thr Thr Gin His Tyr Gly Tyr Gin Gly Val Trp Ser Pro Tyr Trp 
600 605 610 

ate gaa aea ate aea act tet gat ace tet tct gaa gat act gtg aat 1987 

lie Glu Thr lie Thr Thr Ser Asp Thr Ser Ser Glu Asp Thr Val Asn 
615 620 625 

act tta eat egc eag ctt tat ggt gat tgg aea cct aea gga tat aag 2 035 

Thr Leu His Arg Gin Leu Tyr Gly Asp Trp Thr Pro Thr Gly Tyr Lys 
630 635 640 645 

30 

gta aae eca gaa aae aaa gga gac att gee eta tct gee tte tgg caa 2083 

Val Asn Pro Glu Asn Lys Gly Asp lie Ala Leu Ser Ala Phe Trp Gin 

650 655 660 

tet tte eat aac tta ttt geg aea eta egt tat caa aea eag caa ggc 2131 

Ser Phe His Asn Leu Phe Ala Thr Leu Arg Tyr Gin Thr Gin Gin Gly 
665 670 675 

eaa ata gea cct aea get tct gga gaa get act cga etc tte gtg cat 2179 

4 0 Gin lie Ala Pro Thr Ala Ser Gly Glu Ala Thr Arg Leu Phe Val His 
680 685 690 

caa aat age aae aat gat geg aaa gga tte eat atg gaa get acg ggt 2227 

Gin Asn Ser Asn Asn Asp Ala Lys Gly Phe His Met Glu Ala Thr Gly 
695 700 705 

tat tct ttg gga aea ace tea aac act get tct aat eat age ttt ggt 2275 

Tyr Ser Leu Gly Thr Thr Ser Asn Thr Ala Ser Asn His Ser Phe Gly 
710 715 720 725 

50 

gta aac tte tec caa ctt tte agt aat etc tae gag age cac tec gae 2323 

Val Asn Phe Ser Gin Leu Phe Ser Asn Leu Tyr Glu Ser His Ser Asp 

730 735 740 

aat tec gtg get teg eat acg aea act gta geg etc eag ate aat aat 2371 

Asn Ser Val Ala Ser His Thr Thr Thr Val Ala Leu Gin He Asn Asn 
745 750 755 

cet tgg etg caa gag aga tte tct aea tet gea tct eta gee tae age 2419 

6 0 Pro Trp Leu Gin Glu Arg Phe Ser Thr Ser Ala Ser Leu Ala Tyr Ser 
760 765 770 
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tac age aac cac cat ate aaa gca tct gga tat tct gga aaa ata caa 2467 

Tyr Ser Asn His His lie Lys Ala Ser Gly Tyr Ser Gly Lys lie Gin 

775 780 785 

acg gaa ggc aaa tgt tat agt acg aca tta ggg gcg get etc tct tgc 2515 

Thr Glu Gly Lys Cys Tyr Ser Thr Thr Leu Gly Ala Ala Leu Ser Cys 

790 795 800 805 

tct eta tct eta caa tgg cga tea ega cet etc cac ttc act cct ttt 2563 

Ser Leu Ser Leu Gin Trp Arg Ser Arg Pro Leu His Phe Thr Pro Phe 

810 815 820 

ate caa gca att gee gtt egt tet aat caa act gcg ttt caa gaa agt 2611 

lie Gin Ala lie Ala Val Arg Ser Asn Gin Thr Ala Phe Gin Glu Ser 

825 830 835 

gga gat aaa get aga aaa ttt tet gtt cat aaa cec tta tat aac etg 2659 

2 0 Gly Asp Lys Ala Arg Lys Phe Ser Val His Lys Pro Leu Tyr Asn Leu 

840 845 850 

aca gte ect etg gga att eag age get tgg gaa tee aag ttc egt ctt 2707 

Thr Val Pro Leu Gly lie Gin Ser Ala Trp Glu Ser Lys Phe Arg Leu 

855 860 865 

cet ace tat tgg aac ata gag ett get tat eag ect gte etc tac caa 2755 

Pro Thr Tyr Trp Asn lie Glu Leu Ala Tyr Gin Pro Val Leu Tyr Gin 

870 875 880 885 

30 

caa aat ect gag ate aac gtg agt eta gaa tct agt gga teg tea tgg 2803 

Gin Asn Pro Glu lie Asn Val Ser Leu Glu Ser Ser Gly Ser Ser Trp 

890 895 900 

etc eta tea gga ace ace ctt get ege aat gee att get ttt aaa gga 2851 

Leu Leu Ser Gly Thr Thr Leu Ala Arg Asn Ala lie Ala Phe Lys Gly 

905 910 915 

aga aac caa att ttt ate ttc cct aaa ett teg gtg ttc tta gac tat 2899 

4 0 Arg Asn Gin lie Phe lie Phe Pro Lys Leu Ser Val Phe Leu Asp Tyr 

920 925 930 

caa ggc teg gta tee tea tea acg acg aca eat tac ctt eac gca gga 2947 

Gin Gly Ser Val Ser Ser Ser Thr Thr Thr His Tyr Leu His Ala Gly 

935 940 945 

aeg aee ttt aag ttt taaaageatg ttatatagae aatgcaacet gtaaagaeca 3002 

Thr Thr Phe Lys Phe 

950 



50 



aatagagagt agtgaacact etetaeeate atgaatctta tgggagaage taagggaaat 3062 
ecaeagatae gttteeccca taaaaattaa gaaeecgata eateetcact agagattega 3122 
aagaaetact taaatectaa geattega 3150 



<210> 20 
<211> 9 
<212> PRT 

<213> Chlamydia pneumoniae 

60 

<220> 
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<221> SITE 

<222> (119) . . (127) 

<400> 20 

lie Leu Phe Leu Asn Ser Phe Ala lie 
1 5 



<210> 21 

<211> 3200 

<212> DNA 

<213> Chlamydia pneumoniae 

<220> 
<221> CDS 

<222> (101) . . (3100) 



20 <400> 21 

tcctgaactc 
tgtgacctac 
cactctctcc 
cgtggcgagt 
tctagtgtca 
gttcgggatg 
agagagggat 
aggattttct 
actttctaac 

3 0 tgtgtcctgt 
tctcgcgatt 
tagaggaccc 
aactcgtggg 
tttctacttt 
ctgccgcatc 
agggggtgcg 
taagaacaac 
aaataactcc 
aggaaatggt 

40 aactattctt 
tttgacaatc 
tgctcttatg 
atttcaaaat 
accaaatagc 
tatagaacac 
gggaacgatc 
cattagcagc 
tgcgggatgg 
ggcgagtatt 

50 catcattaat 
cttgtggatc 
tactttatca 
agatctctct 
tcatatcaat 
tcaaggcatc 
agagacggca 
ggtcaatcct 
tatgttctct 
cttagaaatt 

60 tccaggattc 
acatcagaaa 



cactcgaaat 
aatgctttag 
ttagattact 
agaatgagat 
aagactcctc 
actcctgcag 
gaagagtttc 
ccaataacta 
tacaagtcta 
aataatttct 
gggactggag 
cttatttttt 
ggtgcgattg 
gtcaacaatt 
caaagcaaca 
cttcgtagtg 
tgtgggaaca 
gggtcggtga 
tcaggagggg 
ttcaataata 
aaaaatagtg 
ctcctacagg 
aatgaggttt 
aacttacaac 
caacatccaa 
ttattttctt 
tcgaaaaata 
caattctata 
gcaacaactg 
aaccttgcga 
cgtcctctac 
ggtcctctga 
gagcctttac 
accgataact 
tggtctcctt 
aacaccctct 
gaataccaag 
ctattaagaa 
caagggattg 
cgtatccaat 
atctccttag 



tactgattag 
ggatcaaagt 
ctgcggatat 
ttttaacaat 
ctaagttttt 
tgtatagttt 
gtacgagctt 
cgtttgttgg 
ttgataacat 
tattatcaaa 
gcgcgattgc 
tcagcaatcg 
cctgtaatgg 
ccgtcaacaa 
gggcacctct 
aaaatacaac 
atggcggggc 
ttttcaataa 
cgatttatac 
actactgcat 
gccacgtata 
acagcacctg 
tcctcaccac 
ttggagctaa 
ctacaaatcc 
cagcctatat 
cctctgaact 
agttcactca 
ccaactctga 
ttaacctccc 
aatctagtgc 
cactcttaaa 
aaaacattca 
ttcatcctga 
attgggtaga 
acagagctct 
gagatcttgc 
gttataatcg 
ccgacggcct 
ctacagggta 
gttttgcaca 



ccaaggtacg 
gaaaaatacc 
ttcttcctcc 
aagtgaccaa 
attctatctc 
acaaacggac 
tcctctctta 
aaatagacat 
ccttcttctt 
tgttgaagac 
ttgccaggga 
aggtcttaac 
agacttcacg 
ctggggagga 
actctttttt 
gatctctgat 
cattcaaaca 
caacacagcg 
aacaaaccta 
tcgcgatggc 
tttcaccaac 
cctactcttc 
atttggtaga 
taaggggtat 
tctaatcttt 
cccagaagct 
tcgcaatggt 
aaaaggaggt 
gactccatca 
ctcgatctta 
tcctttcaca 
tgaggaaaac 
tcttctttct 
aagcttaaat 
gacgataaca 
gtatgccaat 
tacgactccc 
aactggtgat 
ctttgttcat 
ttccttacaa 
gttcttcacc 



tggacgacgc 
atgcaggtgt 
acgctgagtc 
aacagaaaga 
gggaatttca 
tcccttgaaa 
gactctctct 
aattcctctc 
tggacatcgg 
catgccttct 
gcctgcacaa 
aatgcgagta 
atttctcaaa 
gccctctcca 
aacaatacag 
aacacgcgtc 
agcgttactg 
ttatctggtt 
tccatagacg 
ggagctatct 
aatcaaggaa 
gcggaacaag 
tacaacgcca 
acgactgctt 
aatcccaatg 
tctgactacg 
gtcctctcta 
atccttaaat 
actagtgtag 
gcaaaaggaa 
gaggacaata 
cgcgatccct 
ttatcggatg 
gcgactgagc 
acaacaaata 
tggactccct 
ctatggcaat 
tctgatatcg 
caaaatagca 
gcatcctccg 
cgcactaaag 



aggccactcc 
ttcctaaagt 
actacttaaa 
ttaaggaacc 
cagcctgcat 
agtttgcttt 
ccactcttac 
aagacattgt 
ctgggggagc 
tcagtaaaaa 
tcacgaagaa 
caggaggaga 
atcaagggac 
ccaatggaca 
cccctagtgg 
ctatttattt 
ttgcgataaa 
cgataaattc 
ataaccctgg 
gtacacaatt 
actggggagg 
gaaatatcgc 
tacattgtac 
tttttgatcc 
cgaaccatca 
aaaataattt 
tcgaggatcg 
tagggcatgc 
gctcccaggt 
aagctcctac 
accctacaat 
acgacagtat 
taacagcacg 
attacggtta 
acgcttctat 
taggatataa 
cctttcatac 
agaggccttt 
tccccggggc 
aaacttcttt 
aaatcggatc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 
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aagcaacaac 
ccaagaggcc 
cgcctacatc 
agcagctatc 
cgttcaggca 
ccgaaagttt 
aaaatggcag 
ggtactctat 
ggatatccta 
tgcgctcttc 
atctacgcac 
attgaaatct 
ctccctcaaa 



gtctcggctc 
tttgcaacat 
cgtcacatca 
ggctgttctt 
attgcaatac 
gtctctcaaa 
tcaaaattcc 
caacaaaatc 
ggccataact 
cgttctctcg 
catctccaag 
ttagaattaa 
atttaaataa 



acaatacagt 
cccacagttt 
agaacagggc 
tcccttggca 
gttctcacca 
agcctttcta 
acgtacctac 
cccaaatcgg 
atgttcgcaa 
atctattctt 
caggaagtac 
caactatccg 



ctcttcactt 
agcgtatggc 
agaagggacg 
acagaaatcc 
aacagcgttc 
taatctgacc 
agaatggact 
tgtcacgcta 
tgctttaggg 
ggattaccaa 
cttaaaattc 
atgagctacg 



tatgttgagc 
tatggggacc 
tgttatagcc 
tatcttcacc 
gaagagattg 
ttacctctag 
ctagaacttt 
cttgcgagcg 
tacaaagtcc 
ggatcggtct 
taaaataaaa 
ttagcccaat 



ttccgtggtt 
atcacctcca 
atacattagc 
tcagcccgtt 
gtgacaatcc 
gaatccaagg 
cttaccaacc 
gaggttcctg 
acaatcaaac 
cctcctcgac 
gaacgataaa 
cggtagagga 



2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3200 



<210> 22 
<211> 9 
2 0 <212> PRT 

<213> Chlamydia pneumoniae 



<220> 

<221> SITE 
<222> (56) . . (64) 



<400> 22 

Phe Leu Phe Tyr Leu Gly Asn Phe Thr 
1 5 



<210> 23 

<211> 3000 

<212> DNA 

<213> Chlamydia pneumoniae 



<220> 
<221> CDS 

<222> (101) . . (2893) 
<400> 23 

tagacactat aaaacaaatt atagacaaaa aatctagcat tgatttattc agaatatttc 60 

tttctatttg tgaacgagta tgcgcttttt ttgcttcgga atg ttg ctt cct ttt 115 

Met Leu Leu Pro Phe 
1 5 



act ttt gta ttg get aat gaa ggt etc caa ctt cct ttg gag acc tat 163 
Thr Phe Val Leu Ala Asn Glu Gly Leu Gin Leu Pro Leu Glu Thr Tyr 
50 10 15 20 

att aca tta agt cct gaa tat caa gca gcc cct caa gta ggg ttt act 211 
lie Thr Leu Ser Pro Glu Tyr Gin Ala Ala Pro Gin Val Gly Phe Thr 
25 30 35 



cat aac caa aat caa gat etc gca att gtc ggg aat cac aat gat ttc 259 
His Asn Gin Asn Gin Asp Leu Ala lie Val Gly Asn His Asn Asp Phe 
40 45 50 



60 
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ate ttg 
lie Leu 
55 

aag aat 
Lys Asn 
70 

10 

aat gtc 
Asn Val 



acg ate 
Thr lie 



gac aat 
2 0 Asp Asn 



gcc ata 
Ala lie 
135 

gac aat 
Asp Asn 
150 

30 

tta tct 
Leu Ser 



gca eta 
Ala Leu 



eta aat 
4 0 Leu Asn 



tea gga 
Ser Gly 
215 

teg aat 
Ser Asn 
230 

50 

aae tat 
Asn Tyr 



ttt tge 
Phe Cys 



caa age 
60 Gin Ser 



gae tat aag 
Asp Tyr Lys 



ett ctg ate 
Leu Leu lie 



tgt cce aat 
Cys Pro Asn 
90 

tee aag aat 
Ser Lys Asn 
105 

eet aea gee 
Pro Thr Ala 
120 

aat tge tct 
Asn Cys Ser 



etc get tta 
Leu Ala Leu 



att aaa gae 
lie Lys Asp 
170 

aat teg gac 
Asn Ser Asp 
185 

ata gag gga 
lie Glu Gly 
200 

tct ggg gga 
Ser Gly Gly 



aaa aaa etc 
Lys Lys Leu 



gga teg aac 
Gly Ser Asn 
250 

acg ata ttg 
Thr lie Leu 
265 

cag age aac 
Gin Ser Asn 
280 



tac tat egg 
Tyr Tyr Arg 
60 

tct gaa aat 
Ser Glu Asn 
75 

tct ggc ggg 
Ser Gly Gly 



cag aac tat 
Gin Asn Tyr 



act gcg gga 
Thr Ala Gly 
125 

att act aat 
lie Thr Asn 
140 

aat aag ggg 
Asn Lys Gly 
155 

aat aaa ggc 
Asn Lys Gly 



agt tta gga 
Ser Leu Gly 



aat tct gga 
Asn Ser Gly 
205 

ggc ata ttt 
Gly lie Phe 
220 

ata gaa ate 
lie Glu lie 
235 

tte aat cea 
Phe Asn Pro 



aae aac cga 
Asn Asn Arg 



ggt gga gee 
Gly Gly Ala 
285 



teg aat gga 
Ser Asn Gly 



ata ggg aat 
lie Gly Asn 
80 

gca att tat 
Ala lie Tyr 
95 

gca ttt act 
Ala Phe Thr 
110 

tea eta ttg 
Ser Leu Leu 



aac eta gga 
Asn Leu Gly 



ggt gee etc 
Gly Ala Leu 
160 

ccg ate ata 
Pro lie lie 
175 

gga ggg att 
Gly Gly lie 
190 

get ata cag 
Ala lie Gin 



tct ace caa 
Ser Thr Gin 



agt gaa aat 
Ser Glu Asn 
240 

gga gga gga 
Gly Gly Gly 
255 

gaa ggg gta 
Glu Gly Val 
270 

att cat gcg 
lie His Ala 



ggt get ett 
Gly Ala Leu 
65 

gtc tte ttt 
Val Phe Phe 



get get caa 
Ala Ala Gin 



aca aac ttg 
Thr Asn Leu 
115 

ggt gga get 
Gly Gly Ala 
130 

cag gga act 
Gin Gly Thr 
145 

tat act gag 
Tyr Thr Glu 



ate aag cag 
lie Lys Gin 



tat agt ggg 
Tyr Ser Gly 
195 

ate aea age 
lie Thr Ser 
210 

aca etc acg 
Thr Leu Thr 
225 

tec gcg tte 
Ser Ala Phe 



ggt ett act 
Gly Leu Thr 



etc ttt aac 
Leu Phe Asn 
275 

aaa tct ate 
Lys Ser lie 
290 



aec tgt 307 
Thr Cys 



gag aag 3 55 
Glu Lys 
85 

aat tge 403 

Asn Cys 

100 

gtc tct 451 
Val Ser 



etc ttt 499 
Leu Phe 



tte gtt 547 
Phe Val 



acg aac 595 
Thr Asn 
165 

aat egg 643 

Asn Arg 

180 

aac tct 691 
Asn Ser 



aac tct 739 
Asn Ser 



ate tec 787 
lie Ser 



gca aat 835 
Ala Asn 
245 

aec ace 883 

Thr Thr 

260 

aat aae 931 
Asn Asn 



att ate 979 
lie lie 



O ^1 B 3Q^*^i"& . QS e SO e 



36/83 



10 



aaa gaa aat ggt cct gta tac ttt tta aat aac act gca act egg gga 1027 
Lys Glu Asn Gly Pro Val Tyr Phe Leu Asn Asn Thr Ala Thr Arg Gly 
295 300 305 

ggg get etc etc aac tta tea gca ggt tct gga aae gga age ttc ate 1075 
Gly Ala Leu Leu Asn Leu Ser Ala Gly Ser Gly Asn Gly Ser Phe lie 
310 315 320 325 

tta tct gca gat aat gga gat att ate ttt aac aat aat acg gee tec 1123 
Leu Ser Ala Asp Asn Gly Asp lie lie Phe Asn Asn Asn Thr Ala Ser 
330 335 340 

aag cat gee etc aat cct eea tac aga aac gee att eac teg act cct 1171 
Lys His Ala Leu Asn Pro Pro Tyr Arg Asn Ala lie His Ser Thr Pro 
345 350 355 

aat atg aat ctg eaa ata gga gee cgt eec gge tat ega gtg ctg ttc 1219 
2 0 Asn Met Asn Leu Gin lie Gly Ala Arg Pro Gly Tyr Arg Val Leu Phe 
360 365 370 

tat gat eec ata gaa eat gag etc cct tec tee ttc cee ata etc ttt 1267 
Tyr Asp Pro lie Glu His Glu Leu Pro Ser Ser Phe Pro lie Leu Phe 
375 380 385 

aat ttc gaa ace ggt cat aca ggt aca gtt tta ttt tea ggg gaa eat 1315 

Asn Phe Glu Thr Gly His Thr Gly Thr Val Leu Phe Ser Gly Glu His 

390 395 400 405 

30 

gta eac cag aac ttt aec gat gaa atg aat ttc ttt tec tat tta agg 1363 

Val His Gin Asn Phe Thr Asp Glu Met Asn Phe Phe Ser Tyr Leu Arg 

410 415 420 

aac act teg gaa eta cgt eaa gga gte ctt get gtt gaa gat ggt geg 1411 
Asn Thr Ser Glu Leu Arg Gin Gly Val Leu Ala Val Glu Asp Gly Ala 
425 430 435 

ggg ctg gee tge tat aag ttc ttc eaa ega gga gge act eta ett eta 1459 
4 0 Gly Leu Ala Cys Tyr Lys Phe Phe Gin Arg Gly Gly Thr Leu Leu Leu 
440 445 450 

ggt eaa ggt geg gtg ate acg aca gea gga aeg att eec aca cca tec 1507 
Gly Gin Gly Ala Val lie Thr Thr Ala Gly Thr lie Pro Thr Pro Ser 
455 460 465 

tea aca cca aeg aca gta gga agt act ata act tta aat eac att gee 1555 
Ser Thr Pro Thr Thr Val Gly Ser Thr lie Thr Leu Asn His lie Ala 
470 475 480 485 



50 



att gae ett eet tct att ett tct ttt eaa get cag get eea aaa att 1603 
lie Asp Leu Pro Ser lie Leu Ser Phe Gin Ala Gin Ala Pro Lys He 
490 495 500 



60 



tgg att tac cee aca aaa aca gga tct aec tat act gaa gat tec aae 
Trp He Tyr Pro Thr Lys Thr Gly Ser Thr Tyr Thr Glu Asp Ser Asn 
505 510 515 

ceg aca ate aca ate tea gga act etc ace tta cgc aae age aac aac 
Pro Thr He Thr He Ser Gly Thr Leu Thr Leu Arg Asn Ser Asn Asn 
520 525 530 



1651 



1699 




10 



50 



gaa gat ccc tac gat agt ctg gat etc teg cac tct ctt gag aaa gtt 1747 
Glu Asp Pro Tyr Asp Ser Leu Asp Leu Ser His Ser Leu Glu Lys Val 
535 540 545 

CCC ctt Ctt tat att gtc gat gtc get gca caa aaa att aac tct teg 1795 
Pro Leu Leu Tyr lie Val Asp Val Ala Ala Gin Lys lie Asn Ser Ser 
550 555 560 565 



caa ctg gat eta tec aca tta aat tct ggc gaa cac tat ggg tat caa 
Gin Leu Asp Leu Ser Thr Leu Asn Ser Gly Glu His Tyr Gly Tyr Gin 
570 575 580 



1843 



ggc ate tgg teg ace tat tgg gta gaa act aca aca ate aeg aac cet 1891 
Gly lie Trp Ser Thr Tyr Trp Val Glu Thr Thr Thr lie Thr Asn Pro 
585 590 595 

aca tct eta eta ggc geg aat aca aaa cac aag ctg etc tat gca aac 1939 
2 0 Thr Ser Leu Leu Gly Ala Asn Thr Lys His Lys Leu Leu Tyr Ala Asn 
600 605 610 

tgg tct cet eta ggc tac egt cet cat ccc gaa cgt ega gga gaa ttc 1987 
Trp Ser Pro Leu Gly Tyr Arg Pro His Pro Glu Arg Arg Gly Glu Phe 
615 620 625 

att aeg aat gee ttg tgg caa teg gca tat aeg get ctt gca gga etc 2035 
lie Thr Asn Ala Leu Trp Gin Ser Ala Tyr Thr Ala Leu Ala Gly Leu 
630 635 640 645 

30 

cac tec etc tec tec tgg gat gaa gag aag ggt cat gca get tec eta 2083 
His Ser Leu Ser Ser Trp Asp Glu Glu Lys Gly His Ala Ala Ser Leu 
650 655 660 

caa ggc att ggt ctt ctg gtt cat caa aaa gac aaa aac ggt ttt aag 2131 
Gin Gly lie Gly Leu Leu Val His Gin Lys Asp Lys Asn Gly Phe Lys 
665 670 675 

gga ttt egt agt cat atg aca ggt tat agt get ace ace gaa gca ace 2179 
4 0 Gly Phe Arg Ser His Met Thr Gly Tyr Ser Ala Thr Thr Glu Ala Thr 
680 685 690 

tct tct caa agt eeg aat ttc tct tta gga ttt get cag ttc ttc tee 2227 
Ser Ser Gin Ser Pro Asn Phe Ser Leu Gly Phe Ala Gin Phe Phe Ser 
695 700 705 

aaa get aaa gaa cat gaa tct caa aat age aeg tec tct cac cac tat 2275 
Lys Ala Lys Glu His Glu Ser Gin Asn Ser Thr Ser Ser His His Tyr 
710 715 720 725 



ttc tct gga atg tgc ata gca aaa tac tct ctt caa aga gtg ata cgt 2323 

Phe Ser Gly Met Cys lie Ala Lys Tyr Ser Leu Gin Arg Val lie Arg 

730 735 740 

eta tct gtg tct ctt get tat atg ttt ace teg gaa cat acc cat aca 2371 

Leu Ser Val Ser Leu Ala Tyr Met Phe Thr Ser Glu His Thr His Thr 

745 750 755 



60 



atg tat cag ggt etc ctg gaa ggg aac tct cag gga tct ttc cac aac 
Met Tyr Gin Gly Leu Leu Glu Gly Asn Ser Gin Gly Ser Phe His Asn 
760 765 770 



2419 



10 



38/83 



cat acc tta gca ggg get etc tec tgt gtt ttc tta cet caa cct cac 2467 
His Thr Leu Ala Gly Ala Leu Ser Cys Val Phe Leu Pro Gin Pro His 
775 780 785 



ggc gag tec ctg eag ate tat cce ttt att aet gcc tta gee ate ega 
Gly Glu Ser Leu Gin lie Tyr Pro Phe lie Thr Ala Leu Ala lie Arg 
790 795 800 805 



2515 



gga aat ett get geg ttt caa gaa tct gga gac eat get egg gaa ttt 2563 
Gly Asn Leu Ala Ala Phe Gin Glu Ser Gly Asp His Ala Arg Glu Phe 
810 815 820 

tec eta eae cgc eee eta aeg gac gte tec etc cct gta gga ate ege 2611 
Ser Leu His Arg Pro Leu Thr Asp Val Ser Leu Pro Val Gly lie Arg 
825 830 835 

get tet tgg aag aae cac eae ega gtt eee eta gte tgg etc aca gaa 2659 
2 0 Ala Ser Trp Lys Asn His His Arg Val Pro Leu Val Trp Leu Thr Glu 
840 845 850 

att tee tat cgc tet aet etc tat agg caa gat cet gaa etc cac teg 2707 
lie Ser Tyr Arg Ser Thr Leu Tyr Arg Gin Asp Pro Glu Leu His Ser 
855 860 865 

aaa tta ctg att age caa ggt aeg tgg aeg aeg eag gcc aet cct gtg 2755 

Lys Leu Leu lie Ser Gin Gly Thr Trp Thr Thr Gin Ala Thr Pro Val 

870 875 880 885 

30 

ace tae aat get tta ggg ate aaa gtg aaa aat ace atg eag gtg ttt 2803 

Thr Tyr Asn Ala Leu Gly lie Lys Val Lys Asn Thr Met Gin Val Phe 

890 895 900 

cct aaa gte act etc tec tta gat tac tet geg gat att tet tec tee 2851 
Pro Lys Val Thr Leu Ser Leu Asp Tyr Ser Ala Asp lie Ser Ser Ser 
905 910 915 

aeg ctg agt eae tae tta aae gtg geg agt aga atg aga ttt 2893 
4 0 Thr Leu Ser His Tyr Leu Asn Val Ala Ser Arg Met Arg Phe 
920 925 930 

taaeaataag tgaeeaaaac agaaagatta aggaacctct agtgtcaaag actcetecta 2953 
agtttttatt ctateteggg aatttcaeag cetgeatgtt egggatg 3000 

<210> 24 

<211> 9 

<212> PRT 

50 <213> Chlamydia pneumoniae 

<220> 

<221> SITE 
<222> (1) . . (9) 

<400> 24 

Met Leu Leu Pro Phe Thr Phe Val Leu 
1 5 



60 



IE 



39/83 



<210> 25 
<211> 3150 
<212> DNA 

<213> Chlamydia pneumoniae 

<220> 
<221> CDS 
10 <222> (100) , . (3033) 

<400> 25 

cactgtggat gtgatattcg cagaacctcc cgtcaaatat actctagata taggaagcaa 60 



30 



50 



attacgattt taaaccttat ttaacgacag ggttgaggc atg cct ctt tct ttc 

Met Pro Leu Ser Phe 
1 5 



gcg ttt get gag act aga etc gga ggg aac ttt gtt cct cca att acg 
Ala Phe Ala Glu Thr Arg Leu Gly Gly Asn Phe Val Pro Pro lie Thr 
25 30 35 



gta act acg teg gca act ccc gca ate act aca gta act aca gga gee 
Val Thr Thr Ser Ala Thr Pro Ala lie Thr Thr Val Thr Thr Gly Ala 
150 155 160 165 



114 



aaa tct tea tct ttt tgt eta ctt gee tgt tta tgt agt gca agt tgc 162 
2 0 Lys Ser Ser Ser Phe Cys Leu Leu Ala Cys Leu Cys Ser Ala Ser Cys 

10 15 20 



210 



aat cag ggt gaa gag ate tta etc act tea gat ttt gtt tgt tea aac 258 

Asn Gin Gly Glu Glu lie Leu Leu Thr Ser Asp Phe Val Cys Ser Asn 

40 45 50 

ttc ttg ggg gcg agt ttt tea agt tec ttt ate aat agt tec age aat 306 

Phe Leu Gly Ala Ser Phe Ser Ser Ser Phe lie Asn Ser Ser Ser Asn 

55 60 65 

etc tec tta tta ggg aag gge ctt tec tta acg ttt ace tct tgt caa 354 

Leu Ser Leu Leu Gly Lys Gly Leu Ser Leu Thr Phe Thr Ser Cys Gin 

70 75 80 85 

get cct aca aat agt aac tat gcg eta ctt tct gee gca gag act etg 402 

4 0 Ala Pro Thr Asn Ser Asn Tyr Ala Leu Leu Ser Ala Ala Glu Thr Leu 

90 95 100 

ace ttc aag aat ttt tct tct ata aac ttt aca ggg aac caa teg aca 450 

Thr Phe Lys Asn Phe Ser Ser lie Asn Phe Thr Gly Asn Gin Ser Thr 

105 110 115 

gga ctt gge gge etc ate tac gga aaa gat att gtt ttc caa tct ate 498 

Gly Leu Gly Gly Leu lie Tyr Gly Lys Asp lie Val Phe Gin Ser lie 

120 125 130 



aaa gat ttg ate ttc act acg aac cgt gtt gee tat tct cca gca tct 546 
Lys Asp. Leu lie Phe Thr Thr Asn Arg Val Ala Tyr Ser Pro Ala Ser 
135 140 145 



594 



60 



tct get etc caa cct aca gac tea etc act gtc gaa aac ata tec caa 
Ser Ala Leu Gin Pro Thr Asp Ser Leu Thr Val Glu Asn He Ser Gin 
170 175 180 



642 
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teg ate aag ttt ttt ggg aac ctt gcc aac ttc ggc tct gca att age 690 
Ser lie Lys Phe Phe Gly Asn Leu Ala Asn Phe Gly Ser Ala lie Ser 
185 190 195 

agt tct ccc acg gca gtc gtt aaa ttc ate aat aae aec get acc atg 738 
Ser Ser Pro Thr Ala Val Val Lys Phe lie Asn Asn Thr Ala Thr Met 
200 205 210 

age ttc tee eat aac ttt act teg tea gga ggc ggc gtg att tat gga 786 
Ser Phe Ser His Asn Phe Thr Ser Ser Gly Gly Gly Val lie Tyr Gly 
215 220 225 

gga age tct etc ctt ttt gaa aac aat tct gga tgc ate ate ttc acc 834 
Gly Ser Ser Leu Leu Phe Glu Asn Asn Ser Gly Cys lie lie Phe Thr 
230 235 240 245 

gee aac tec tgt gtg aac age tta aaa ggc gtc ace cct tea tea gga 882 
2 0 Ala Asn Ser Cys Val Asn Ser Leu Lys Gly Val Thr Pro Ser Ser Gly 

250 255 260 

acc tat get tta gga agt ggc gga gee ate tgc ate cct aeg gga act 93 0 
Thr Tyr Ala Leu Gly Ser Gly Gly Ala lie Cys lie Pro Thr Gly Thr 
265 270 275 



30 



ttc gaa tta aaa aac aat eag ggg aag tgc acc ttc tct tat aat ggt 
Phe Glu Leu Lys Asn Asn Gin Gly Lys Cys Thr Phe Ser Tyr Asn Gly 
280 285 290 



ggg aac eag ggt gcc ttg etc eta gat age aae act gca gcg aga aat 
Gly Asn Gin Gly Ala Leu Leu Leu Asp Ser Asn Thr Ala Ala Arg Asn 
310 315 320 325 



978 



aca cca aat gat gcg ggt gcg ate tac gee gaa ace tgc aae ate gta 1026 
Thr Pro Asn Asp Ala Gly Ala lie Tyr Ala Glu Thr Cys Asn lie Val 
295 300 305 



1074 



ggc gga gee ate tgt get aaa gtg etc aat att caa gga ege ggt cct 1122 

4 0 Gly Gly Ala lie Cys Ala Lys Val Leu Asn lie Gin Gly Arg Gly Pro 

330 335 340 

att gaa ttc tct aga aac ege gcg gag aag ggt gga get att ttc ata 1170 

lie Glu Phe Ser Arg Asn Arg Ala Glu Lys Gly Gly Ala lie Phe lie 

345 350 355 

ggc ccc tct gtt gga gae cct gcg aag caa aca teg aca ctt acg att 1218 

Gly Pro Ser Val Gly Asp Pro Ala Lys Gin Thr Ser Thr Leu Thr lie 

360 365 370 

50 

ttg get tec gaa ggt gat att gcg ttc caa gga aac atg etc aat aca 1266 

Leu Ala Ser Glu Gly Asp lie Ala Phe Gin Gly Asn Met Leu Asn Thr 

375 380 385 

aaa cct gga ate ege aat gcc ate act gta gaa gca ggg gga gag att 1314 

Lys Pro Gly lie Arg Asn Ala lie Thr Val Glu Ala Gly Gly Glu lie 

390 395 400 405 

gtg tct eta tct gca caa gga ggc tea cgt ctt gta ttt tat gat ccc 1362 

60 Val Ser Leu Ser Ala Gin Gly Gly Ser Arg Leu Val Phe Tyr Asp Pro 

410 415 420 



# 



41/83 



10 



att aca cat age etc cca acc aca agt ccg tct aat aaa gac att aca 1410 
lie Thr His Ser Leu Pro Thr Thr Ser Pro Ser Asn Lys Asp lie Thr 
425 430 435 

ate aac get aat ggc get tea gga tet gta gtc ttt aca agt aag gga 1458 
lie Asn Ala Asn Gly Ala Ser Gly Ser Val Val Phe Thr Ser Lys Gly 
440 445 450 

etc tee tet aca gaa etc ctg ttg cct gee aac acg aea act ata ett 1506 
Leu Ser Ser Thr Glu Leu Leu Leu Pro Ala Asn Thr Thr Thr lie Leu 
455 460 465 

eta gga aea gtc aag ate get agt gga gaa etg aag att act gac aat 1554 
Leu Gly Thr Val Lys lie Ala Ser Gly Glu Leu Lys lie Thr Asp Asn 
470 475 480 485 

gcg gtt gtc aat gtt get ggc ttc get act cag ggc tea ggt cag ett 1602 
2 0 Ala Val Val Asn Val Ala Gly Phe Ala Thr Gin Gly Ser Gly Gin Leu 

490 495 500 

ace etg ggc tet gga gga acc tta ggg ctg gca aea ecc acg gga gca 1650 
Thr Leu Gly Ser Gly Gly Thr Leu Gly Leu Ala Thr Pro Thr Gly Ala 
505 510 515 

cct gee get gta gac ttt acg att gga aag tta gca ttc gat cct ttt 1698 

Pro Ala Ala Val Asp Phe Thr lie Gly Lys Leu Ala Phe Asp Pro Phe 
520 525 530 

30 

tee ttc eta aaa aga gat ttt gtt tea gca tea gta aat gca ggc aca 1746 

Ser Phe Leu Lys Arg Asp Phe Val Ser Ala Ser Val Asn Ala Gly Thr 
535 540 545 

aaa aac gtc act tta aca gga get ctg gtt ett gat gaa cat gac gtt 1794 
Lys Asn Val Thr Leu Thr Gly Ala Leu Val Leu Asp Glu His Asp Val 
550 555 560 565 

aca gat ett tat gat atg gtg tea tta caa tet cca gta gca att cct 1842 
4 0 Thr Asp Leu Tyr Asp Met Val Ser Leu Gin Ser Pro Val Ala lie Pro 

570 575 580 

ate get gtt ttc aaa gga gca acc gtt act aag aca gga ttt cct gat 1890 
lie Ala Val Phe Lys Gly Ala Thr Val Thr Lys Thr Gly Phe Pro Asp 
585 590 595 

ggg gag att gcg act cca age cae tac ggc tac caa gga aag tgg tee 193 8 
Gly Glu lie Ala Thr Pro Ser His Tyr Gly Tyr Gin Gly Lys Trp Ser 
600 605 610 

50 

tac aca tgg tec cgt eee ctg tta att eea get cct gat gga gga ttt 1986 
Tyr Thr Trp Ser Arg Pro Leu Leu lie Pro Ala Pro Asp Gly Gly Phe 
615 620 625 

cct gga ggt cec tct eet age gca aat act etc tat get gta tgg aat 2034 
Pro Gly Gly Pro Ser Pro Ser Ala Asn Thr Leu Tyr Ala Val Trp Asn 
630 635 640 645 

tea gac act etc gtg cgt tct ace tat ate tta gat cec gag cgt tac 2082 
6 0 Ser Asp Thr Leu Val Arg Ser Thr Tyr lie Leu Asp Pro Glu Arg Tyr 

650 655 660 



42/83 



10 



gga gaa att gtc age aac age tta tgg att tec ttc tta gga aat cag 213 0 
Gly Glu lie Val Ser Asn Ser Leu Trp lie Ser Phe Leu Gly Asn Gin 
665 670 675 

gca ttc tct gat att etc caa gat gtt ctt ttg ata gat cat cec ggg 2178 
Ala Phe Ser Asp lie Leu Gin Asp Val Leu Leu lie Asp His Pro Gly 
680 685 690 

ttg tec ata ace geg aaa get tta gga gee tat gtc gaa eac aea eca 2226 
Leu Ser lie Thr Ala Lys Ala Leu Gly Ala Tyr Val Glu His Thr Pro 
695 700 705 

aga caa gga eat gag gge ttt tea ggt ege tat gga ggc tac caa get 2274 
Arg Gin Gly His Glu Gly Phe Ser Gly Arg Tyr Gly Gly Tyr Gin Ala 
710 715 720 725 

geg eta tet atg aac tac aeg gae eac act acg tta gga ctt tet ttc 2322 
2 0 Ala Leu Ser Met Asn Tyr Thr Asp His Thr Thr Leu Gly Leu Ser Phe 

730 735 740 

ggg eag ctt tat gga aaa act aac gee aac cec tac gat tea egt tge 2370 
Gly Gin Leu Tyr Gly Lys Thr Asn Ala Asn Pro Tyr Asp Ser Arg Cys 
745 750 755 

tea gaa caa atg tat tta etc teg ttc ttt ggt caa ttc eet ate gtg 2418 
Ser Glu Gin Met Tyr Leu Leu Ser Phe Phe Gly Gin Phe Pro lie Val 
760 765 770 

30 

act caa aag age gag gee tta att tec tgg aaa gca get tat ggt tat 2466 
Thr Gin Lys Ser Glu Ala Leu lie Ser Trp Lys Ala Ala Tyr Gly Tyr 
775 780 785 

tee aaa aat eac eta aat ace ace tac etc aga eet gae aaa get cea 2514 
Ser Lys Asn His Leu Asn Thr Thr Tyr Leu Arg Pro Asp Lys Ala Pro 
790 795 800 805 

aaa tet caa ggg caa tgg eat aac aat agt tac tat gtt ctt att tet 2562 
4 0 Lys Ser Gin Gly Gin Trp His Asn Asn Ser Tyr Tyr Val Leu lie Ser 

810 815 820 

gca gaa cat eet ttc eta aac tgg tgt ctt ctt aea aga eet ctg get 2610 
Ala Glu His Pro Phe Leu Asn Trp Cys Leu Leu Thr Arg Pro Leu Ala 
825 830 835 

caa get tgg gat ctt tea ggt ttt att tec gca gaa ttc eta ggt ggt 2658 
Gin Ala Trp Asp Leu Ser Gly Phe lie Ser Ala Glu Phe Leu Gly Gly 
840 845 850 



50 



tgg caa agt aag ttc aea gaa act gga gat ctg caa egt age ttt agt 2706 
Trp Gin Ser Lys Phe Thr Glu Thr Gly Asp Leu Gin Arg Ser Phe Ser 
855 860 865 

aga ggt aaa ggg tac aat gtt tec eta ccg ata gga tgt tet tet caa 2754 
Arg Gly Lys Gly Tyr Asn Val Ser Leu Pro lie Gly Cys Ser Ser Gin 
870 875 880 885 



tgg ttc aea cea ttt aag aag get eet tct aea ctg ace ate aaa ctt 
6 0 Trp Phe Thr Pro Phe Lys Lys Ala Pro Ser Thr Leu Thr lie Lys Leu 

890 895 900 



2802 



43/83 



gcc tac aag cct gat ate 
Ala Tyr Lys Pro Asp lie 
905 

gtc gtc tea aac caa gag 
Val Val Ser Asn Gin Glu 
920 

10 

cgc cac ggt ttg ttt gta 
Arg His Gly Leu Phe Val 
935 



tat cgt gtc aac cct cac 
Tyr Arg Val Asn Pro His 
910 

age act teg ate tea gga 
Ser Thr Ser lie Ser Gly 
925 

caa ate cat gat gta gta 
Gin lie His Asp Val Val 
940 945 



aat att gtg act 2850 
Asn lie Val Thr 
915 

gea aat eta cgc 2898 

Ala Asn Leu Arg 

930 

gat etc ace gag 2946 
Asp Leu Thr Glu 



gac act cag gee ttt eta aac tat ace ttt gae ggg aaa aat gga ttt 2994 
Asp Thr Gin Ala Phe Leu Asn Tyr Thr Phe Asp Gly Lys Asn Gly Phe 
950 955 960 965 



aca aac cac ega gtg tet aca gga eta aaa tec aca ttt taaaactcta 
2 0 Thr Asn His Arg Val Ser Thr Gly Leu Lys Ser Thr Phe 

970 975 



3043 



agetetgctt agagttttet gtagececgg tcgtcttaga atectctatc catcategaa 3103 
gaacttagca atgaaggcca agattctcae tctatgagaa cecccce 3150 



<210> 26 
<211> 9 
<212> PRT 
3 0 <213> Chlamydia pneumoniae 



<220> 

<221> SITE 

<222> (936) . . (944) 



<400> 26 

Gly Leu Phe Val Gin lie His Asp Val 
1 5 



<210> 27 

<211> 841 

<212> PRT 

<213> Chlamydia 



pneumoniae 



<400> 27 

Met Lys lie Pro Leu Arg Phe Leu Leu lie Ser Leu Val Pro Thr Leu 
15 10 15 

50 Ser Met Ser Asn Leu Leu Gly Ala Ala Thr Thr Glu Glu Leu Ser Ala 

20 25 30 

Ser Asn Ser Phe Asp Gly Thr Thr Ser Thr Thr Ser Phe Ser Ser Lys 
35 40 45 

Thr Ser Ser Ala Thr Asp Gly Thr Asn Tyr Val Phe Lys Asp Ser Val 
50 55 60 



60 



Val lie Glu Asn Val Pro Lys Thr Gly Glu Thr Gin Ser Thr Ser Cys 
65 70 75 80 
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Phe Lys Asn Asp Ala Ala Ala Gly Asp Leu Asn Phe Leu Gly Gly Gly 
85 90 95 

Phe Ser Phe Thr Phe Ser Asn lie Asp Ala Thr Thr Ala Ser Gly Ala 
100 105 110 

Ala lie Gly Ser Glu Ala Ala Asn Lys Thr Val Thr Leu Ser Gly Phe 
115 120 125 

10 

Ser Ala Leu Ser Phe Leu Lys Ser Pro Ala Ser Thr Val Thr Asn Gly 
130 135 140 

Leu Gly Ala lie Asn Val Lys Gly Asn Leu Ser Leu Leu Asp Asn Asp 
145 150 155 160 

Lys Val Leu lie Gin Asp Asn Phe Ser Thr Gly Asp Gly Gly Ala lie 
165 170 175 

2 0 Asn Cys Ala Gly Ser Leu Lys lie Ala Asn Asn Lys Ser Leu Ser Phe 
180 185 190 

lie Gly Asn Ser Ser Ser Thr Arg Gly Gly Ala lie His Thr Lys Asn 
195 200 205 

Leu Thr Leu Ser Ser Gly Gly Glu Thr Leu Phe Gin Gly Asn Thr Ala 
210 215 220 

Pro Thr Ala Ala Gly Lys Gly Gly Ala lie Ala lie Ala Asp Ser Gly 
30 225 230 235 240 

Thr Leu Ser He Ser Gly Asp Ser Gly Asp He He Phe Glu Gly Asn 
245 250 255 

Thr He Gly Ala Thr Gly Thr Val Ser His Ser Ala He Asp Leu Gly 
260 265 270 

Thr Ser Ala Lys He Thr Ala Leu Arg Ala Ala Gin Gly His Thr He 
275 280 285 

40 

Tyr Phe Tyr Asp Pro He Thr Val Thr Gly Ser Thr Ser Val Ala Asp 
290 295 300 

Ala Leu Asn He Asn Ser Pro Asp Thr Gly Asp Asn Lys Glu Tyr Thr 
305 310 315 320 

Gly Thr He Val Phe Ser Gly Glu Lys Leu Thr Glu Ala Glu Ala Lys 
325 330 335 

5 0 Asp Glu Lys Asn Arg Thr Ser Lys Leu Leu Gin Asn Val Ala Phe Lys 
340 345 350 

Asn Gly Thr Val Val Leu Lys Gly Asp Val Val Leu Ser Ala Asn Gly 
355 360 365 

Phe Ser Gin Asp Ala Asn Ser Lys Leu He Met Asp Leu Gly Thr Ser 
370 375 380 



Leu Val Ala Asn Thr Glu Ser He Glu Leu Thr Asn Leu Glu He Asn 
60 385 390 395 400 



45/83 



lie Asp Ser Leu Arg Asn Gly Lys Lys lie Lys Leu Ser Ala Ala Thr 
405 410 415 

Ala Gin Lys Asp lie Arg lie Asp Arg Pro Val Val Leu Ala lie Ser 
420 425 430 

Asp Glu Ser Phe Tyr Gin Asn Gly Phe Leu Asn Glu Asp His Ser Tyr 
10 435 440 445 

Asp Gly lie Leu Glu Leu Asp Ala Gly Lys Asp lie Val lie Ser Ala 
450 455 460 

Asp Ser Arg Ser lie Asp Ala Val Gin Ser Pro Tyr Gly Tyr Gin Gly 
465 470 475 480 

Lys Trp Thr lie Asn Trp Ser Thr Asp Asp Lys Lys Ala Thr Val Ser 
485 490 495 

20 

Trp Ala Lys Gin Ser Phe Asn Pro Thr Ala Glu Gin Glu Ala Pro Leu 
500 505 510 

Val Pro Asn Leu Leu Trp Gly Ser Phe lie Asp Val Arg Ser Phe Gin 
515 520 525 

Asn Phe lie Glu Leu Gly Thr Glu Gly Ala Pro Tyr Glu Lys Arg Phe 
530 535 540 

3 0 Trp Val Ala Gly lie Ser Asn Val Leu His Arg Ser Gly Arg Glu Asn 
545 550 555 560 

Gin Arg Lys Phe Arg His Val Ser Gly Gly Ala Val Val Gly Ala Ser 
565 570 575 

Thr Arg Met Pro Gly Gly Asp Thr Leu Ser Leu Gly Phe Ala Gin Leu 
580 585 590 

Phe Ala Arg Asp Lys Asp Tyr Phe Met Asn Thr Asn Phe Ala Lys Thr 
40 595 600 605 

Tyr Ala Gly Ser Leu Arg Leu Gin His Asp Ala Ser Leu Tyr Ser Val 
610 615 620 

Val Ser lie Leu Leu Gly Glu Gly Gly Leu Arg Glu lie Leu Leu Pro 
625 630 635 640 

Tyr Val Ser Lys Thr Leu Pro Cys Ser Phe Tyr Gly Gin Leu Ser Tyr 
645 650 655 

50 

Gly His Thr Asp His Arg Met Lys Thr Glu Ser Leu Pro Pro Pro Pro 
660 665 670 

Pro Thr Leu Ser Thr Asp His Thr Ser Trp Gly Gly Tyr Val Trp Ala 
675 680 685 

Gly Glu Leu Gly Thr Arg Val Ala Val Glu Asn Thr Ser Gly Arg Gly 
690 695 700 

6 0 Phe Phe Gin Glu Tyr Thr Pro Phe Val Lys Val Gin Ala Val Tyr Ala 
705 710 715 720 



46/83 



Arg Gin Asp Ser 



Asp Ser His Leu 
740 

Lys Arg Phe Ala 
10 755 

Asp Val Cys Arg 
770 

Gin Gly Ser Trp 
785 

lie Val Gin Ala 

20 

Phe Gly Asn Phe 
820 

Val Asp Ala Gly 
835 



Phe Val Glu Leu 
725 

Tyr Asn Leu Ala 



Glu Gin Tyr Tyr 
760 

Ser Asn Pro Lys 
775 

Lys Thr Lys Gly 
790 

Ser Gly Phe Arg 
805 

Gly Phe Glu Trp 



Ser Lys lie Lys 
840 



Gly Ala lie Ser 
730 

lie Pro Leu Gly 
745 

His Val Val Ala 



Cys Thr Thr Thr 
780 

Ser Asn Leu Ala 
795 

Ser Leu Gly Ala 
810 

Arg Gly Ser Ser 
825 

Phe 



Arg Asp Phe Ser 
735 

lie Lys Leu Glu 
750 

Met Tyr Ser Pro 
765 

Leu Leu Ser Asn 



Arg Gin Ala Gly 
800 

Ala Ala Glu Leu 
815 

Arg Ser Tyr Asn 
830 



<210> 28 
<211> 841 
30 <212> PRT 

<213> Chlamydia pneumoniae 

<400> 28 

Met Lys lie Pro Leu Arg Phe Leu Leu lie Ser Leu Val Pro Thr Leu 
15 10 15 

Ser Met Ser Asn Leu Leu Gly Ala Ala Thr Thr Glu Glu Leu Ser Ala 
20 25 30 

4 0 Ser Asn Ser Phe Asp Gly Thr Thr Ser Thr Thr Ser Phe Ser Ser Lys 
35 40 45 

Thr Ser Ser Ala Thr Asp Gly Thr Asn Tyr Val Phe Lys Asp Ser Val 
50 55 60 

Val lie Glu Asn Val Pro Lys Thr Gly Glu Thr Gin Ser Thr Ser Cys 
65 70 75 80 

Phe Lys Asn Asp Ala Ala Ala Gly Asp Leu Asn Phe Leu Gly Gly Gly 
50 85 90 95 

Phe Ser Phe Thr Phe Ser Asn lie Asp Ala Thr Thr Ala Ser Gly Ala 
100 105 110 

Ala lie Gly Ser Glu Ala Ala Asn Lys Thr Val Thr Leu Ser Gly Phe 
115 120 125 



Ser Ala Leu Ser Phe Leu Lys Ser Pro Ala Ser Thr Val Thr Asn Gly 
130 135 140 



60 
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Leu Gly Ala lie Asn Val Lys Gly Asn Leu Ser Leu Leu Asp Asn Asp 
145 150 155 160 

Lys Val Leu lie Gin Asp Asn Phe Ser Thr Gly Asp Gly Gly Ala lie 
165 170 175 

Asn Cys Ala Gly Ser Leu Lys lie Ala Asn Asn Lys Ser Leu Ser Phe 
10 180 185 190 

lie Gly Asn Ser Ser Ser Thr Arg Gly Gly Ala lie His Thr Lys Asn 
195 200 205 

Leu Thr Leu Ser Ser Gly Gly Glu Thr Leu Phe Gin Gly Asn Thr Ala 
210 215 220 



20 



Pro Thr Ala Ala Gly Lys Gly Gly Ala lie Ala lie Ala Asp Ser Gly 
225 230 235 240 

Thr Leu Ser lie Ser Gly Asp Ser Gly Asp lie lie Phe Glu Gly Asn 
245 250 255 

Thr lie Gly Ala Thr Gly Thr Val Ser His Ser Ala lie Asp Leu Gly 
260 265 270 

Thr Ser Ala Lys lie Thr Ala Leu Arg Ala Ala Gin Gly His Thr lie 
275 280 285 

3 0 Tyr Phe Tyr Asp Pro lie Thr Val Thr Gly Ser Thr Ser Val Ala Asp 
290 295 300 

Ala Leu Asn lie Asn Ser Pro Asp Thr Gly Asp Asn Lys Glu Tyr Thr 
305 310 315 320 

Gly Thr lie Val Phe Ser Gly Glu Lys Leu Thr Glu Ala Glu Ala Lys 
325 330 335 

Asp Glu Lys Asn Arg Thr Ser Lys Leu Leu Gin Asn Val Ala Phe Lys 
40 340 345 350 

Asn Gly Thr Val Val Leu Lys Gly Asp Val Val Leu Ser Ala Asn Gly 
355 360 365 

Phe Ser Gin Asp Ala Asn Ser Lys Leu lie Met Asp Leu Gly Thr Ser 
370 375 380 

Leu Val Ala Asn Thr Glu Ser lie Glu Leu Thr Asn Leu Glu lie Asn 
385 390 395 400 



50 



lie Asp Ser Leu Arg Asn Gly Lys Lys lie Lys Leu Ser Ala Ala Thr 
405 410 415 

Ala Gin Lys Asp lie Arg lie Asp Arg Pro Val Val Leu Ala lie Ser 
420 425 430 

Asp Glu Ser Phe Tyr Gin Asn Gly Phe Leu Asn Glu Asp His Ser Tyr 
435 440 445 



60 Asp Gly lie Leu Glu Leu Asp Ala Gly Lys Asp lie Val lie Ser Ala 
450 455 460 
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Asp Ser Arg Ser lie Asp Ala Val Gin Ser Pro Tyr Gly Tyr Gin Gly 
465 470 475 480 

Lys Trp Thr lie Asn Trp Ser Thr Asp Asp Lys Lys Ala Thr Val Ser 
485 * 490 495 

Trp Ala Lys Gin Ser Phe Asn Pro Thr Ala Glu Gin Glu Ala Pro Leu 
10 500 505 510 

Val Pro Asn Leu Leu Trp Gly Ser Phe lie Asp Val Arg Ser Phe Gin 
515 520 525 

Asn Phe lie Glu Leu Gly Thr Glu Gly Ala Pro Tyr Glu Lys Arg Phe 
530 535 540 

Trp Val Ala Gly lie Ser Asn Val Leu His Arg Ser Gly Arg Glu Asn 
545 550 555 560 

20 

Gin Arg Lys Phe Arg His Val Ser Gly Gly Ala Val Val Gly Ala Ser 
565 570 575 

Thr Arg Met Pro Gly Gly Asp Thr Leu Ser Leu Gly Phe Ala Gin Leu 
580 585 590 

Phe Ala Arg Asp Lys Asp Tyr Phe Met Asn Thr Asn Phe Ala Lys Thr 
595 600 605 

3 0 Tyr Ala Gly Ser Leu Arg Leu Gin His Asp Ala Ser Leu Tyr Ser Val 
610 615 620 

Val Ser lie Leu Leu Gly Glu Gly Gly Leu Arg Glu lie Leu Leu Pro 
625 630 635 640 

Tyr Val Ser Lys Thr Leu Pro Cys Ser Phe Tyr Gly Gin Leu Ser Tyr 
645 650 655 

Gly His Thr Asp His Arg Met Lys Thr Glu Ser Leu Pro Pro Pro Pro 
40 660 665 670 

Pro Thr Leu Ser Thr Asp His Thr Ser Trp Gly Gly Tyr Val Trp Ala 
675 680 685 

Gly Glu Leu Gly Thr Arg Val Ala Val Glu Asn Thr Ser Gly Arg Gly 
690 695 700 

Phe Phe Gin Glu Tyr Thr Pro Phe Val Lys Val Gin Ala Val Tyr Ala 
705 710 715 720 

50 

Arg Gin Asp Ser Phe Val Glu Leu Gly Ala lie Ser Arg Asp Phe Ser 
725 730 735 

Asp Ser His Leu Tyr Asn Leu Ala lie Pro Leu Gly lie Lys Leu Glu 
740 745 750 

Lys Arg Phe Ala Glu Gin Tyr Tyr His Val Val Ala Met Tyr Ser Pro 
755 760 765 

6 0 Asp Val Cys Arg Ser Asn Pro Lys Cys Thr Thr Thr Leu Leu Ser Asn 
770 775 780 



49/83 



Gin Gly Ser Trp 
785 

lie Val Gin Ala 



Phe Gly Asn Phe 
10 820 

Val Asp Ala Gly 
835 



Lys Thr Lys Gly 
790 

Ser Gly Phe Arg 
805 

Gly Phe Glu Trp 



Ser Lys lie Lys 
840 



Ser Asn Leu Ala 
795 

Ser Leu Gly Ala 
810 

Arg Gly Ser Ser 
825 

Phe 



Arg Gin Ala Gly 
800 

Ala Ala Glu Leu 
815 

Arg Ser Tyr Asn 
830 



<210> 29 
<211> 245 
<212> PRT 

<213> Chlamydia pneumoniae 

20 

<400> 29 

Met Pro Pro Leu Asn Ala Asp Asp Val Leu Pro Arg Asp His Leu Ser 
15 10 15 

Asp Gly Ser Phe Ser Asp Thr Tyr Pro Asp lie Thr Thr Gin Ala lie 
20 25 30 

lie Leu lie Phe Leu Ala Leu Ser Pro Phe Leu Val Met Leu Leu Thr 
35 40 45 

30 

Ser Tyr Leu Lys lie lie lie Thr Leu Val Leu Leu Arg Asn Ala Leu 
50 55 60 

Gly Val Gin Gin Thr Pro Pro Ser Gin Val Leu Asn Gly lie Ala Leu 
65 70 75 80 

lie Leu Ser lie Tyr Val Met Phe Pro Thr Gly Val Ala Met Tyr Lys 
85 90 95 

4 0 Asp Ala Arg Lys Glu lie Glu Ala Asn Thr lie Pro Gin Ser Leu Phe 
100 105 110 

Thr Ala Glu Gly Ala Glu Thr Val Phe Val Ala Leu Asn Lys Ser Lys 
115 120 125 

Glu Pro Leu Arg Ser Phe Leu lie Arg Asn Thr Pro Lys Ala Gin lie 
130 135 140 

Gin Ser Phe Tyr Lys lie Ser Gin Lys Thr Phe Pro Ser Glu lie Arg 
50 145 150 155 160 

Ala His Leu Thr Ala Ser Asp Phe Val lie lie lie Pro Ala Phe lie 
165 170 175 

Met Gly Gin lie Lys Asn Ala Phe Glu lie Gly Val Leu lie Tyr Leu 
180 185 190 



Pro Phe Phe Val lie Asp Leu Val Thr Ala Asn Val Leu Val Ala Met 
195 200 205 

60 
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Gin Met Met Met 
210 

Leu Leu lie Val 
225 

Met lie Ser Phe 

10 



Leu Ser Pro Leu 
215 

Met Val Asp Gly 
230 

Lys 
245 



Ser lie Ser Leu 
220 

Trp Thr Leu Leu 
235 



Pro Leu Lys Leu 



Leu Gin Gly Leu 
240 



<210> 30 

<211> 233 

<212> PRT 

<213> Chlamydia pneumoniae 

<400> 30 

Met Lys Phe Phe Ser Leu lie Phe Lys Asp Asp Asp Val Ser Pro Asn 
20 1 5 10 15 

Lys Lys Val Leu Ser Pro Glu Ala Phe Ser Ala Phe Leu Asp Ala Lys 
20 25 30 

Glu Leu Leu Glu Lys Thr Lys Ala Asp Ser Glu Ala Tyr Val Ala Glu 
35 40 45 

Thr Glu Gin Lys Cys Ala Gin lie Arg Gin Glu Ala Lys Asp Gin Gly 
50 55 60 

30 

Phe Lys Glu Gly Ser Glu Ser Trp Ser Lys Gin lie Ala Phe Leu Glu 
65 70 75 80 

Glu Glu Thr Lys Asn Leu Arg lie Arg Val Arg Glu Ala Leu Val Pro 
85 90 95 

Leu Ala lie Ala Ser Val Arg Lys lie lie Gly Lys Glu Leu Glu Leu 
100 105 110 

4 0 His Pro Glu Thr lie Val Ser lie lie Ser Gin Ala Leu Lys Glu Leu 
115 120 125 

Thr Gin Asn Lys His lie lie lie Ser Val Asn Pro Lys Asp Leu Pro 
130 135 140 

Leu Val Glu Lys Ser Arg Pro Glu Leu Lys Asn lie Val Glu Tyr Ala 
145 150 155 160 

Asp Ser Leu lie Leu Thr Ala Lys Pro Asp Val Thr Pro Gly Gly Cys 
50 165 170 175 

lie lie Glu Thr Glu Ala Gly lie lie Asn Ala Gin Leu Asp Val Gin 
180 185 190 

Leu Asp Ala Leu Glu Lys Ala Phe Ser Thr lie Leu Lys Ala Lys Asn 
195 200 205 

Pro Val Asp Glu Pro Ser Glu Thr Ser Ser Ser Thr Asp Ser Ser Ser 
210 215 220 

60 



51/83 



Leu Ser Asn Asp Gin Asp Lys Lys Glu 
225 230 



<210> 31 
<211> 322 
<212> PRT 
10 <213> Chlamydia pneumoniae 

<400> 31 

Met Thr Leu Leu Cys Cys Thr Ser Cys Asn Ser Arg Ser Leu lie Val 
15 10 15 

His Gly Leu Pro Gly Arg Glu Ala Asn Glu lie Val Val Leu Leu Val 
20 25 30 

Ser Lys Gly Val Ala Ala Gin Lys Leu Pro Gin Ala Ala Ala Ala Thr 
20 35 40 45 

Ala Gly Ala Ala Thr Glu Gin Met Trp Asp lie Ala Val Pro Ser Ala 
50 55 60 

Gin lie Thr Glu Ala Leu Ala lie Leu Asn Gin Ala Gly Leu Pro Arg 
65 70 75 80 

Met Lys Gly Thr Ser Leu Leu Asp Leu Phe Ala Lys Gin Gly Leu Val 
85 90 95 

30 

Pro Ser Glu Leu Gin Glu Lys lie Arg Tyr Gin Glu Gly Leu Ser Glu 
100 105 110 

Gin Met Ala Ser Thr lie Arg Lys Met Asp Gly Val Val Asp Ala Ser 
115 120 125 

Val Gin lie Ser Phe Thr Thr Glu Asn Glu Asp Asn Leu Pro Leu Thr 
130 135 140 

4 0 Ala Ser Val Tyr lie Lys His Arg Gly Val Leu Asp Asn Pro Asn Ser 
145 150 155 160 

He Met Val Ser Lys He Lys Arg Leu He Ala Ser Ala Val Pro Gly 
165 170 175 

Leu Val Pro Glu Asn Val Ser Val Val Ser Asp Arg Ala Ala Tyr Ser 
180 185 190 

Asp He Thr He Asn Gly Pro Trp Gly Leu Thr Glu Glu He Asp Tyr 
50 195 200 205 

Val Ser Val Trp Gly He He Leu Ala Lys Ser Ser Leu Thr Lys Phe 
210 215 220 

Arg Leu He Phe Tyr Val Leu He Leu He Leu Phe Val He Ser Cys 
225 230 235 240 

Gly Leu Leu Trp Val He Trp Lys Thr His Thr Leu He Met Thr Met 
245 250 255 

60 
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Gly Gly Thr Lys Gly Phe Phe Asn Pro Thr Pro Tyr Thr Lys Asn Ala 
260 265 270 

Leu Glu Ala Lys Lys Ala Glu Gly Ala Ala Ala Asp Lys Glu Lys Lys 
275 280 285 

Glu Asp Ala Asp Ser Gin Gly Glu Ser Lys Asn Ala Glu Thr Ser Asp 
10 290 295 300 

Lys Asp Ser Ser Asp Lys Asp Ala Pro Glu Gly Ser Asn Glu lie Glu 
305 310 315 320 

Gly Ala 



<210> 32 

<211> 226 

20 <212> PRT 

<213> Chlamydia pneumoniae 

<400> 32 

Met Thr lie Arg Val Arg Asn Leu Ala Tyr Ser Val Asn Lys Lys Lys 
15 10 15 

lie Leu Asp Gly Val Thr Phe Ser Leu Glu Arg Gly His lie Thr Leu 
20 25 30 

3 0 Phe Val Gly Lys Ser Gly Ser Gly Lys Thr Met lie Leu Arg Ala Leu 
35 40 45 

Ala Gly Leu Val Gin Pro Thr Gin Gly Asp lie Trp lie Glu Gly Glu 
50 55 60 

Ala Pro Ala Leu Val Phe Gin Gin Pro Glu Leu Phe Ser His Met Thr 
65 70 75 80 

Val Leu Gly Asn Cys Thr His Pro Gin lie His lie Lys Gly Arg Ser 
40 85 90 95 

Thr Glu Glu Ala Arg Glu Lys Ala Phe Glu Leu Leu His Leu Leu Asp 
100 105 110 

lie Glu Glu Val Ala Lys Asn Tyr Pro Asp Gin Leu Ser Gly Gly Gin 
115 120 125 

Lys Gin Arg Val Ala He Val Arg Ser Leu Cys Met Asp Lys His Thr 
130 135 140 

50 

Leu Leu Phe Asp Glu Pro Thr Ser Ala Leu Asp Pro Phe Ala Thr Ala 
145 150 155 160 

Ser Phe Arg His Leu Leu Glu Thr Leu Arg Asp Gin Glu Leu Thr Val 
165 170 175 

Gly Leu Thr Thr His Asp Met Gin Phe Val His Ser Cys Leu Asp Arg 
180 185 190 



60 He Tyr Leu He Asp Gin Gly Thr Val Ala Gly Val Tyr Asp Lys Arg 
195 200 205 



53/83 



Asp Gly Glu Leu Asp Ser Gly His Pro Leu Ser Lys Tyr lie His Ser 
210 215 220 

Ala Gin 
225 



10 <210> 33 
<211> 436 
<212> PRT 

<213> Chlamydia pneumoniae 
<400> 33 

Met Lys Arg Pro Phe Phe Thr Tyr Leu Cys lie lie Phe Tyr Gly Ser 
15 10 15 

Cys Ala Ser Leu Ser Leu His Ala Gly Leu Ser Phe Pro Glu Val Arg 
20 20 25 30 

Gly Ala Thr Ala Ala Val Val His Ala Asp Ser Gly Lys Val Phe Tyr 
35 40 45 

Asp Lys Asp lie Asp Ala Val lie Tyr Pro Ala Ser Met Thr Lys lie 
50 55 60 

Ala Thr Ala Leu Phe lie Leu Lys His Tyr Pro Thr Val Leu Asp Thr 
65 70 75 80 

30 

Leu lie Lys Val Lys Gin Asp Ala lie Ala Ser lie Thr Pro Gin Ala 
85 90 95 

Lys Lys Gin Ser Gly Tyr Arg Ser Pro Pro His Trp Leu Glu Thr Asp 
100 105 110 

Gly Ser Thr lie Gin Leu His Leu Arg Glu Glu Leu Leu Gly Trp Asp 
115 120 125 

4 0 Leu Phe His Ala Leu Leu Val Cys Ser Ala Asn Asp Ala Ala Asn Val 
130 135 140 

Leu Ala Met Ala Cys Cys Gly Ser Val Glu Lys Phe Met Asp Lys Leu 
145 150 155 160 

Asn Phe Phe Leu Lys Glu Glu He Gly Cys Thr His Thr His Phe Asn 
165 170 175 

Asn Pro His Gly Leu His His Pro Asn His Tyr Thr Thr Thr Arg Asp 
50 180 185 190 

Leu He Ser He Met Arg Cys Ala Leu Lys Glu Pro Pro Phe Arg Gly 
195 200 205 

Val He Ser Thr Thr Ser Tyr Lys He Gly Ala Thr Asn Leu His Gly 
210 215 220 



Glu Arg He Leu Ser Pro Thr Asn Lys Leu Leu Leu Pro Gly Ser Thr 
225 230 235 240 

60 
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Tyr His Tyr Pro Pro Ala Leu Gly Gly Lys Thr Gly Thr Thr Lys Thr 
245 250 255 

Ala Gly Lys Asn Leu He Met Ala Ala Glu Lys Asn Asn Arg Leu Leu 
260 265 270 

Val Thr He Ala Thr Gly Tyr Ser Gly Pro Val Ser Asp Leu Tyr Gin 
10 275 280 285 

Asp Val He Ala Leu Cys Glu Thr Val Phe Asn Glu Pro Leu Leu Arg 
290 295 300 

Lys Glu Leu Val Pro Pro Ser Asp Cys Leu Gin Leu Glu lie Ala Asn 
305 310 315 320 



20 



Leu Gly Lys Leu Ser Cys Pro Leu Pro Glu Gly Leu Tyr Tyr Asp Phe 
325 330 335 

Tyr Ala Ser Glu Asp Arg Glu Pro Leu Ser Val Ser Phe He Ala His 
340 345 350 

Ala Asp Ala Phe Pro He Glu Gin Gly Asp Leu Leu Gly His Trp Val 
355 360 365 

Phe Tyr Asp Asp Glu Gly Lys Lys He Ser Ser Gin Pro Phe Tyr Ala 
370 375 380 

3 0 Pro Cys Arg Phe Glu Arg Thr He Lys Pro Trp Lys Leu Tyr Met Lys 
385 390 395 400 

Arg Val Phe Thr Ser Tyr Arg Thr Tyr Met Ser He Thr Met Leu Leu 
405 410 415 

Met Tyr Phe Arg He Arg Lys His Arg Lys Tyr Lys Asn Leu Lys His 
420 425 430 

Tyr Ser Lys He 
40 435 



<210> 34 
<211> 245 
<212> PRT 

<213> Chlamydia pneumoniae 
<400> 34 

Val Val His Ala Asp Ser Gly Lys Val Phe Tyr 
50 1 5 10 

Asp Lys Asp He Asp Ala Val He Tyr Pro Ala Ser Met Thr Lys He 
15 20 25 

Ala Thr Ala Leu Phe He Leu Lys His Tyr Pro Thr Val Leu Asp Thr 
30 35 40 

Leu He Lys Val Lys Gin Asp Ala He Ala Ser He Thr Pro Gin Ala 
45 50 55 

60 
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Lys Lys Gin Ser Gly Tyr Arg Ser Pro Pro His Trp Leu Glu Thr Asp 
60 65 70 75 

Gly Ser Thr lie Gin Leu His Leu Arg Glu Glu Leu Leu Gly Trp Asp 
80 85 90 

Leu Phe His Ala Leu Leu Val Cys Ser Ala Asn Asp Ala Ala Asn Val 
10 95 100 105 

Leu Ala Met Ala Cys Cys Gly Ser Val Glu Lys Phe Met Asp Lys Leu 
110 115 120 

Asn Phe Phe Leu Lys Glu Glu lie Gly Cys Thr His Thr His Phe Asn 
125 130 135 

Asn Pro His Gly Leu His His Pro Asn His Tyr Thr Thr Thr Arg Asp 
140 145 150 155 

20 

Leu lie Ser lie Met Arg Cys Ala Leu Lys Glu Pro Pro Phe Arg Gly 
160 165 170 

Val lie Ser Thr Thr Ser Tyr Lys lie Gly Ala Thr Asn Leu His Gly 
175 180 185 

Glu Arg lie Leu Ser Pro Thr Asn Lys Leu Leu Leu Pro Gly Ser Thr 
190 195 200 

3 0 Tyr His Tyr Pro Pro Ala Leu Gly Gly Lys Thr Gly Thr Thr Lys Thr 
205 210 215 

Ala Gly Lys Asn Leu lie Met Ala Ala Glu Lys Asn Asn Arg Leu Leu 
220 225 230 235 

Val Thr lie Ala Thr Gly Tyr Ser Gly Pro 
240 245 



<211> 645 
<212> PRT 
<213> Chlamydia 



pneumoniae 



<400> 35 

Met Ala Ser Asn Pro lie Leu Gin lie Glu Asp Leu Ser lie Thr Leu 
15 10 15 

Ala Lys Gin Arg Gin Gin Tyr Pro lie Val Gin Ser Leu Ser Phe Thr 
50 20 25 30 

lie Asn Glu Gly Gin Thr Leu Ala lie lie Gly Glu Ser Gly Ser Gly 
35 40 45 

Lys Ser Val Ser Ala His Ala lie Leu Arg Leu Leu Pro Cys Pro Pro 
50 55 60 



Phe Ser Val Ser Gly Gin Val Asn Phe Gin Gly His Asn Leu Leu Thr 
65 70 75 80 

60 
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Ala Ser Arg Ser lie Gin Lys Lys lie lie Gly Thr Glu lie Ser Met 
85 90 95 

lie Phe Gin Asn Pro Gin Ala Ser Leu Asn Pro Val Phe Thr lie Glu 
100 105 110 

Gin Gin Phe Arg Glu lie lie His Thr His Leu Ala Leu Thr Ala Glu 
10 115 120 125 

Val Ala Lys Glu Lys Met Leu Tyr Ala Leu Glu Glu Thr Gly Phe His 
130 135 140 

Asp Pro Arg Leu Cys Leu Asn Leu Tyr Pro His Gin Leu Ser Gly Gly 
145 150 155 160 



20 



Met Leu Gin Arg lie Cys lie Ala Met Ala Leu Leu Cys Ser Pro Lys 
165 170 175 

Leu Leu lie Ala Asp Glu Pro Thr Thr Ala Leu Asp Val Ser Val Gin 
180 185 190 

Tyr Gin lie Leu Gin Leu Leu Lys Thr Leu Gin Lys Lys Thr Gly Met 
195 200 205 

Ser Leu Leu lie lie Thr His Asn Met Gly Val Val Ala Glu Thr Ala 
210 215 220 

3 0 Asp Asp Val Leu Val Leu Tyr Ala Gly Arg Met Val Glu Cys Ala Pro 
225 230 235 240 

Ala Val Gin Met Phe His Asn Pro Ser His Pro Tyr Thr Arg Asp Leu 
245 250 255 

Leu Ala Ser Arg Pro Ser Leu Gin Pro Gin Gin Leu Gly Ser Phe Asn 
260 265 270 

Pro lie Pro Gly Gin Pro Pro His Tyr Thr Ala Phe Pro Ser Gly Cys 
40 275 280 285 

Arg Tyr His Pro Arg Cys Ser Lys lie Leu Asn Arg Cys Ser Ala Glu 
290 295 300 

Ala Pro Glu lie Tyr Pro Val Arg Glu Gly His Lys Val Arg Val Gly 
305 310 315 320 



50 



Cys Met Thr Thr Asn Phe Pro Gin Pro Leu lie Gin Ala Thr Ser Leu 
325 330 335 

Thr Lys His Tyr Tyr Lys Arg Ser Phe Trp Phe Gin Gly Lys Thr lie 
340 345 350 

Ala Ser Arg Pro Val Asp Asp Val Ser Phe Ser Leu Tyr Ser Arg Arg 
355 360 365 

Ala Val Gly Leu He Gly Glu Ser Gly Ser Gly Lys Ser Thr Leu Ala 
370 375 380 



6 0 Leu Ala Leu Ala Gly Leu Leu Pro Leu Thr Ser Gly Phe Leu Thr Phe 
385 390 395 400 



57/83 



Asn Gly Thr Pro lie Lys Leu His Ser Lys His Gly Arg His Gin Leu 
405 410 415 

Arg Ser Gin Val Arg Leu Val Phe Gin Asn Pro Gin Ala Ser Leu Asn 
420 425 430 

Pro Arg Lys Thr lie Leu Asp Ser Leu Gly His Ser Leu Leu Tyr His 
10 435 440 445 

Lys Leu Val Pro Lys Glu Lys Val Leu Ala Thr Val Arg Glu Tyr Leu 
450 455 460 

Glu Leu Val Gly Leu Ser Glu Glu Tyr Phe Tyr Arg Tyr Pro His Gin 
465 470 475 480 

Leu Ser Gly Gly Gin Gin Gin Arg Val Ser lie Ala Arg Ala Leu Leu 
485 490 495 

20 

Gly Val Pro Gin Leu lie lie Cys Asp Glu lie Val Ser Ala Leu Asp 
500 505 510 

Leu Ser lie Gin Ala Gin lie Leu Asn Met Leu Ala Glu Leu Gin Lys 
515 520 525 

Lys Leu Ser Leu Thr Tyr Leu Phe lie Ser His Asp Leu Ala Val Val 
530 535 540 

3 0 Arg Ser Phe Cys Thr Glu Val Phe lie Met Tyr Lys Gly Gin lie Val 
545 550 555 560 

Glu Lys Gly Asn Thr Lys Arg lie Phe Ser Asp Pro Gin His Pro Tyr 
565 570 575 

Thr Arg Met Leu Leu Asn Ala Gin Leu Pro Glu Thr Pro Asp Gin Arg 
580 585 590 

Gin Ser Lys Pro lie Phe Gin Glu Tyr His Lys Asp Ser Glu Glu Ser 
40 595 600 605 

Cys Ser Thr Gly Cys Tyr Phe Tyr Asn Arg Cys Pro Gin Lys Gin Glu 
610 615 620 

Ala Cys Lys Ser Glu lie lie Pro Asn Gin Gly Asp Ala His His Thr 
625 630 635 640 

Tyr Arg Cys lie His 
645 

50 

<210> 36 
<211> 588 
<212> PRT 

<213> Chlamydia pneumoniae 
<400> 36 

lie Leu Gin lie Glu Asp Leu Ser lie Thr Leu 
15 10 

60 
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Ala Lys Gin Arg Gin Gin Tyr Pro lie Val Gin Ser Leu Ser Phe Thr 
15 20 25 

lie Asn Glu Gly Gin Thr Leu Ala lie lie Gly Glu Ser Gly Ser Gly 
30 35 40 

Lys Ser Val Ser Ala His Ala lie Leu Arg Leu Leu Pro Cys Pro Pro 
10 45 50 55 

Phe Ser Val Ser Gly Gin Val Asn Phe Gin Gly His Asn Leu Leu Thr 
60 65 70 75 

Ala Ser Arg Ser lie Gin Lys Lys lie lie Gly Thr Glu lie Ser Met 
80 85 90 

lie Phe Gin Asn Pro Gin Ala Ser Leu Asn Pro Val Phe Thr lie Glu 
95 100 105 

20 

Gin Gin Phe Arg Glu He He His Thr His Leu Ala Leu Thr Ala Glu 
110 115 120 

Val Ala Lys Glu Lys Met Leu Tyr Ala Leu Glu Glu Thr Gly Phe His 
125 130 135 

Asp Pro Arg Leu Cys Leu Asn Leu Tyr Pro His Gin Leu Ser Gly Gly 
140 145 150 155 

3 0 Met Leu Gin Arg He Cys He Ala Met Ala Leu Leu Cys Ser Pro Lys 

160 165 170 

Leu Leu He Ala Asp Glu Pro Thr Thr Ala Leu Asp Val Ser Val Gin 
175 180 185 

Tyr Gin He Leu Gin Leu Leu Lys Thr Leu Gin Lys Lys Thr Gly Met 
190 195 200 

Ser Leu Leu He He Thr His Asn Met Gly Val Val Ala Glu Thr Ala 
40 205 210 215 

Asp Asp Val Leu Val Leu Tyr Ala Gly Arg Met Val Glu Cys Ala Pro 
220 225 230 235 

Ala Val Gin Met Phe His Asn Pro Ser His Pro Tyr Thr Arg Asp Leu 
240 245 250 

Leu Ala Ser Arg Pro Ser Leu Gin Pro Gin Gin Leu Gly Ser Phe Asn 
255 260 265 

50 

Pro He Pro Gly Gin Pro Pro His Tyr Thr Ala Phe Pro Ser Gly Cys 
270 275 280 

Arg Tyr His Pro Arg Cys Ser Lys He Leu Asn Arg Cys Ser Ala Glu 
285 290 295 

Ala Pro Glu He Tyr Pro Val Arg Glu Gly His Lys Val Arg Val Gly 
300 305 310 315 

6 0 Cys Met Thr Thr Asn Phe Pro Gin Pro Leu He Gin Ala Thr Ser Leu 

320 325 330 



o «i e so-^i-^frfi . C3i s -s B a e 



59/83 



Thr Lys His Tyr Tyr Lys Arg Ser Phe Trp Phe Gin Gly Lys Thr lie 
335 340 345 

Ala Ser Arg Pro Val Asp Asp Val Ser Phe Ser Leu Tyr Ser Arg Arg 
350 355 360 

Ala Val Gly Leu lie Gly Glu Ser Gly Ser Gly Lys Ser Thr Leu Ala 
10 365 370 375 

Leu Ala Leu Ala Gly Leu Leu Pro Leu Thr Ser Gly Phe Leu Thr Phe 
380 385 390 395 

Asn Gly Thr Pro lie Lys Leu His Ser Lys His Gly Arg His Gin Leu 
400 405 410 



20 



Arg Ser Gin Val Arg Leu Val Phe Gin Asn Pro Gin Ala Ser Leu Asn 
415 420 425 

Pro Arg Lys Thr lie Leu Asp Ser Leu Gly His Ser Leu Leu Tyr His 
430 435 440 

Lys Leu Val Pro Lys Glu Lys Val Leu Ala Thr Val Arg Glu Tyr Leu 
445 450 455 

Glu Leu Val Gly Leu Ser Glu Glu Tyr Phe Tyr Arg Tyr Pro His Gin 
460 465 470 475 

3 0 Leu Ser Gly Gly Gin Gin Gin Arg Val Ser lie Ala Arg Ala Leu Leu 

480 485 490 

Gly Val Pro Gin Leu lie lie Cys Asp Glu lie Val Ser Ala Leu Asp 
495 500 505 

Leu Ser lie Gin Ala Gin lie Leu Asn Met Leu Ala Glu Leu Gin Lys 
510 515 520 

Lys Leu Ser Leu Thr Tyr Leu Phe lie Ser His Asp Leu Ala Val Val 
40 525 530 535 

Arg Ser Phe Cys Thr Glu Val Phe lie Met Tyr Lys Gly Gin lie Val 
540 545 550 555 

Glu Lys Gly Asn Thr Lys Arg lie Phe Ser Asp Pro Gin His Pro Tyr 
560 565 570 



50 



Thr Arg Met Leu Leu Asn Ala Gin Leu Pro Glu Thr Pro Asp Gin Arg 
575 585 585 

Gin 



<210> 37 

<211> 698 

<212> PRT 

<213> Chlamydia pneumoniae 



<400> 37 

6 0 Met Pro Gly lie Glu Lys Ala Ala Thr Thr Val Ala Val Pro Gin Asp 
15 10 15 



60/83 



Lys Ser Glu Glu Glu Lys Val Lys Glu Arg Leu Thr Lys Arg Glu Leu 
20 25 30 

Thr Cys Glu Asp Leu Lys Asp Asn Gly Tyr Thr Val Asn Phe Glu Asp 
35 40 45 

lie Ser lie Leu Glu Leu Leu Gin Phe Val Ser Lys lie Ser Gly Thr 
10 50 55 60 

Asn Phe Val Phe Asp Ser Asn Asp Leu Gin Phe Asn Val Thr lie Val 
65 70 75 80 

Ser His Asp Pro Thr Ser Val Asp Asp Leu Ser Thr lie Leu Leu Gin 
85 90 95 

Val Leu Lys Met His Asp Leu Lys Val Val Glu Gin Gly Asn Asn Val 
100 105 110 

20 

Leu lie Tyr Arg Asn Pro His Leu Ser Lys Leu Ser Thr Val Val Thr 
115 120 125 

Asp Ser Ser Leu Lys Glu Thr Cys Glu Ala Val Val Val Thr Arg Val 
130 135 140 

Phe Arg Leu Tyr Arg Arg Gin Pro Ser Ala Ala Val Asn lie lie Gin 
145 150 155 160 

3 0 Pro Leu Leu Ser His Asp Ala lie Val Ser Ala Ser Glu Ala Thr Arg 

165 170 175 

His Val lie lie Ser Asp lie Ala Gly Asn Val Asp Lys Val Ser Asp 
180 185 190 

Leu Leu Ala Ala Leu Asp Cys Pro Gly Thr Ser Val Asp Met Thr Glu 
195 200 205 

Tyr Glu Val Lys Tyr Ala Asn Pro Ala Ala Leu Val Ser Tyr Cys Gin 
40 210 215 220 

Asp Val Leu Gly Thr Leu Ala Glu Asp Asp Ala Phe Gin Met Phe lie 
225 230 235 240 

Gin Pro Gly Thr Asn Lys lie Phe Val Val Ser Ser Pro Arg Leu Ala 
245 250 255 



50 



Asn Lys Ala Glu Gin Leu Leu Lys Ser Leu Asp Val Pro Glu Met Ala 
260 265 270 

His Thr Leu Asp Asp Pro Ala Ser Thr Ala Leu Ala Leu Gly Gly Thr 
275 280 285 

Gly Thr Thr Ser Pro Lys Ser Leu Arg Phe Phe Met Tyr Lys Leu Lys 
290 295 300 

Tyr Gin Asn Gly Glu Val lie Ala Asn Ala Leu Gin Asp lie Gly Tyr 
305 310 315 320 



6 0 Asn Leu Tyr Val Thr Thr Ala Met Asp Glu Asp Phe lie Asn Thr Leu 

325 330 335 



61/83 



Asn Ser lie Gin Trp Leu Glu Val Asn Asn Ser lie Val lie lie Gly 
340 345 350 

Asn Gin Gly Asn Val Asp Arg Val lie Gly Leu Leu Asn Gly Leu Asp 
355 360 365 

Leu Pro Pro Lys Gin Val Tyr lie Glu Val Leu He Leu Asp Thr Ser 
10 370 375 380 

Leu Glu Lys Ser Trp Asp Phe Gly Val Gin Trp Val Ala Leu Gly Asp 
385 390 395 400 

Glu Gin Ser Lys Val Ala Tyr Ala Ser Gly Leu Leu Asn Asn Thr Gly 
405 410 415 



20 



He Ala Thr Pro Thr Lys Ala Thr Val Pro Pro Gly Thr Pro Asn Pro 
420 425 430 

Gly Ser He Pro Leu Pro Thr Pro Gly Gin Leu Thr Gly Phe Ser Asp 
435 440 445 

Met Leu Asn Ser Ser Ser Ala Phe Gly Leu Gly He He Gly Asn Val 
450 455 460 

Leu Ser His Lys Gly Lys Ser Phe Leu Thr Leu Gly Gly Leu Leu Ser 
465 470 475 480 

3 0 Ala Leu Asp Gin Asp Gly Asp Thr Val He Val Leu Asn Pro Arg He 

485 490 495 

Met Ala Gin Asp Thr Gin Gin Ala Ser Phe Phe Val Gly Gin Thr Val 
500 505 510 

Pro Tyr Gin Thr He Lys Tyr Tyr He Gin Glu Thr Gly Thr Val Thr 
515 520 525 

Gin Asn He Asp Tyr Glu Asp He Gly Val Asn Leu Val Val Thr Ser 
40 530 535 540 

Thr Val Ala Pro Asn Asn Val Val Thr Leu Gin He Glu Gin Thr He 
545 550 555 560 

Ser Glu Leu His Ser Ala Ser Gly Ser Leu Thr Pro Val Thr Asp Lys 
565 570 575 

Thr Tyr Ala Ala Thr Arg Leu Gin He Pro Asp Gly Cys Phe Leu Val 
580 585 590 



50 



Met Ser Gly His He Arg Asp Lys Thr Thr Lys Val Val Ser Gly Val 
595 600 605 

Pro Leu Leu Asn Ser He Pro Leu He Arg Gly Leu Phe Ser Arg Thr 
610 615 620 

He Asp Gin Arg Gin Lys Arg Asn He Met Met Phe He Lys Pro Lys 

625 630 635 640 



60 Val He Ser Ser Phe Glu Glu Gly Thr Arg Val Thr Asn Lys Glu Gly 

645 650 655 
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Tyr Arg Tyr Asn Trp Glu Ala Asp Glu Gly Ser Met Gin Val Ala Pro 
660 665 670 

Arg His Ala Pro Glu Cys Gin Gly Pro Pro Ser Leu Gin Ala Glu Ser 
675 680 685 

Asp Phe Lys lie lie Glu lie Glu Ala Gin 
10 690 695 



<210> 38 
<211> 547 
<212> PRT 

<213> Chlamydia pneumoniae 
<400> 38 

Met Ser Arg Lys Asp Asn Glu Val Ser Leu Ala Arg Ser lie Phe Asn 
20 1 5 10 15 

lie Leu Ser Gly Thr Phe Cys Ser Arg lie Thr Gly lie Phe Arg Glu 
20 25 30 

lie Ala Met Ala Thr Tyr Phe Gly Ala Asp Pro lie Val Ala Ala Phe 
35 40 45 

Trp Leu Gly Phe Arg Thr Val Phe Phe Leu Arg Lys lie Leu Gly Gly 
50 55 60 

30 

Leu lie Leu Glu Gin Ala Phe lie Pro His Phe Glu Phe Leu Arg Ala 
65 70 75 80 

Gin Ser Leu Asp Arg Ala Ala Phe Phe Phe Arg Arg Phe Ser Arg Leu 
85 90 95 

lie Lys Gly Ser Thr lie lie Phe Thr Leu Leu lie Glu Ala Val Leu 
100 105 110 

4 0 Trp Val Phe Phe Asn Asn Val Glu Glu Gly Thr Tyr Asp Met lie Leu 
115 120 125 

Leu Thr Met lie Leu Leu Pro Cys Gly lie Phe Leu Met Met Tyr Asn 
130 135 140 

Val Asn Gly Ala Leu Leu His Cys Gly Asn Lys Phe Phe Gly Val Gly 
145 150 155 160 

Leu Ala Pro Val Val Val Asn lie lie Trp lie Phe Phe Val lie Ala 
50 165 170 175 

Ala Arg His Ser Asp Pro Arg Glu Arg lie lie Gly Leu Ser Val Ala 
180 185 190 

Leu Val lie Gly Phe Phe Phe Glu Trp Leu lie Thr Val Pro Gly Val 
195 200 205 



Trp Lys Phe Leu Leu Glu Ala Lys Ser Pro Pro Gin Glu His Asp Ser 
210 215 220 

60 
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Val Arg Ala Leu 
225 

lie Phe Gin Leu 



His Glu lie Gly 
10 260 

Leu Pro lie His 
275 

Ala lie Ser Arg 
290 



Leu Ala Pro Leu 
230 

Asn Leu Leu Ser 
245 

Pro Leu Tyr Leu 



Leu Phe Gly Phe 
280 

Cys Val Gin Arg 
295 



Ser Leu Gly lie 
235 

Asp lie Cys Leu 
250 

Met Tyr Ser Leu 
265 

Gly Val Phe Thr 



Glu Asp His Glu 
300 



Leu Thr Ser Ser 
240 

Ala Arg Tyr Val 
255 

Lys lie Tyr Gin 
270 

Val Leu Leu Pro 
285 

Arg Gly Leu Lys 



Leu Met Lys Phe Val 
305 

20 

Thr Ala Gly Leu Leu 
325 



Leu Thr Leu Thr Met 
310 

Leu Leu Ala Leu Pro 
330 



Ser Val Met lie lie Met 
315 320 

Gly Val Arg Val Leu Tyr 
335 



Glu His Gly Leu 
340 

Leu Arg Gly Tyr 
355 

3 0 Val Ser Val Leu 
370 

lie Gly lie Gly 
385 

Gly Arg Trp Val 



lie Thr Ala Trp 
40 420 

Arg Leu Pro Met 
435 

lie Lys Val Met 
450 



Phe Pro Gin Ser 



Gly Ala Ser lie 
360 

Phe Tyr Ala Gin 
375 

Thr Ala Leu Ala 
390 

Leu Lys Asp Val 
405 

Val Gin Leu Tyr 



Tyr Ser Lys Leu 
440 

Gly Thr Thr Met 
455 



Ala Val Tyr Ala 
345 

lie Pro Met Ala 



Arg Gin Tyr Ala 
380 

Asn lie Val Leu 
395 

Ser Gly lie Ser 
410 

Phe Leu Trp Tyr 
425 

Leu Trp Glu Ser 



Leu Ala Cys Met 
460 



lie Val Arg Val 
350 

Leu Ala Pro Leu 
365 

Val Pro Leu Phe 



Ser Leu Val Leu 
400 

Tyr Ala Thr Ser 
415 

Tyr Ser Ser Lys 
430 

lie Arg Arg Ser 
445 

lie Thr Leu Gly 



Leu Asn lie Leu Thr Gin Thr Thr Tyr Val lie Phe Leu Asn Pro Leu 
465 470 475 480 

50 

Thr Pro Leu Ala Trp Pro Leu Ser Ser lie Thr Ala Gin Ala lie Ala 
485 490 495 



Phe Leu Ser Glu Ser Cys lie Phe 
500 

Lys Leu Leu Arg Val Glu Asp Leu 

515 520 

60 Trp Arg Gly Gin Arg Gly Leu Leu 

530 535 



Leu Ala Phe Leu Phe Gly Phe Ala 
505 510 

lie Asn Leu Ala Ser Phe Glu Tyr 
525 

Gin Arg Gin His Val Met Gin Asp 
540 
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Thr Gin Asn 
545 



<210> 39 
<211> 535 
<212> PRT 
10 <213> Chlamydia pneumoniae 

<400> 39 

Arg Lys Asp Asn Glu Val Ser Leu Ala Arg Ser lie Phe Asn 
15 10 

lie Leu Ser Gly Thr Phe Cys Ser Arg lie Thr Gly lie Phe Arg Glu 
15 20 25 30 

lie Ala Met Ala Thr Tyr Phe Gly Ala Asp Pro lie Val Ala Ala Phe 
20 35 40 45 

Trp Leu Gly Phe Arg Thr Val Phe Phe Leu Arg Lys lie Leu Gly Gly 
50 55 60 

Leu lie Leu Glu Gin Ala Phe lie Pro His Phe Glu Phe Leu Arg Ala 
65 70 75 

Gin Ser Leu Asp Arg Ala Ala Phe Phe Phe Arg Arg Phe Ser Arg Leu 
80 85 90 

30 

lie Lys Gly Ser Thr lie lie Phe Thr Leu Leu lie Glu Ala Val Leu 
95 100 105 ^ 110 

Trp Val Phe Phe Asn Asn Val Glu Glu Gly Thr Tyr Asp Met lie Leu 
115 120 125 

Leu Thr Met lie Leu Leu Pro Cys Gly lie Phe Leu Met Met Tyr Asn 
130 135 140 

4 0 Val Asn Gly Ala Leu Leu His Cys Gly Asn Lys Phe Phe Gly Val Gly 
145 150 155 

Leu Ala Pro Val Val Val Asn lie lie Trp lie Phe Phe Val lie Ala 
160 165 170 

Ala Arg His Ser Asp Pro Arg Glu Arg lie lie Gly Leu Ser Val Ala 
175 180 185 190 

Leu Val lie Gly Phe Phe Phe Glu Trp Leu lie Thr Val Pro Gly Val 
50 195 200 205 

Trp Lys Phe Leu Leu Glu Ala Lys Ser Pro Pro Gin Glu His Asp Ser 
210 215 220 

Val Arg Ala Leu Leu Ala Pro Leu Ser Leu Gly lie Leu Thr Ser Ser 
225 230 235 



lie Phe Gin Leu Asn Leu Leu Ser Asp lie Cys Leu Ala Arg Tyr Val 
240 245 250 

60 
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His Glu lie Gly Pro Leu Tyr Leu Met Tyr Ser Leu Lys lie Tyr Gin 
255 260 265 270 

Leu Pro lie His Leu Phe Gly Phe Gly Val Phe Thr Val Leu Leu Pro 
275 280 285 

Ala lie Ser Arg Cys Val Gin Arg Glu Asp His Glu Arg Gly Leu Lys 
10 290 295 300 

Leu Met Lys Phe Val Leu Thr Leu Thr Met Ser Val Met lie lie Met 
305 310 315 

Thr Ala Gly Leu Leu Leu Leu Ala Leu Pro Gly Val Arg Val Leu Tyr 
320 325 330 

Glu His Gly Leu Phe Pro Gin Ser Ala Val Tyr Ala lie Val Arg Val 
335 340 345 350 

20 

Leu Arg Gly Tyr Gly Ala Ser lie lie Pro Met Ala Leu Ala Pro Leu 
355 360 365 

Val Ser Val Leu Phe Tyr Ala Gin Arg Gin Tyr Ala Val Pro Leu Phe 
370 375 380 

lie Gly lie Gly Thr Ala Leu Ala Asn lie Val Leu Ser Leu Val Leu 
385 390 395 

3 0 Gly Arg Trp Val Leu Lys Asp Val Ser Gly lie Ser Tyr Ala Thr Ser 
400 405 410 

lie Thr Ala Trp Val Gin Leu Tyr Phe Leu Trp Tyr Tyr Ser Ser Lys 
415 420 425 430 

Arg Leu Pro Met Tyr Ser Lys Leu Leu Trp Glu Ser lie Arg Arg Ser 
435 440 445 

lie Lys Val Met Gly Thr Thr Met Leu Ala Cys Met lie Thr Leu Gly 
40 450 455 460 

Leu Asn lie Leu Thr Gin Thr Thr Tyr Val lie Phe Leu Asn Pro Leu 
465 470 475 

Thr Pro Leu Ala Trp Pro Leu Ser Ser lie Thr Ala Gin Ala lie Ala 
480 485 490 

Phe Leu Ser Glu Ser Cys lie Phe Leu Ala Phe Leu Phe Gly Phe Ala 
495 500 505 510 

Lys Leu Leu Arg Val Glu Asp Leu lie Asn Leu Ala Ser Phe Glu Tyr 
515 520 525 

Trp Arg Gly Gin Arg Gly Leu Leu Gin 
530 535 



50 



<210> 40 

<211> 954 

6 0 <212> PRT 

<213> Chlamydia 



pneumoniae 
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<400> 40 
Met Lys Thr Ser 
1 

Lys Ser Ser Phe 
20 

10 Leu Leu Asn Ala 
35 

Gin Leu Thr Thr 
50 

Pro Tyr Ser His 
65 

Gin Asp lie Val 



Asn Phe Ser Gin 
100 

Thr Asn Thr Lys 
115 



Arg Asn Lys Gin 
5 

Phe Val Gly Ala 



Thr Pro Leu Ser 
40 

Leu Phe Pro Leu 
55 

Arg Ala Thr Leu 
70 

Leu Asp His Gin 
85 

Asp Gly Gly Ala 



Asn Gin lie Leu 
120 



Cys Lys lie Thr 
10 

Leu lie Leu Gly 
25 

Asp Tyr Phe Asp 



lie Asp Thr Leu 
60 

Phe Gly Val Arg 
75 

Asn Ser lie Glu 
90 

Leu Ser Cys Lys 
105 

Phe Leu Asn Ser 



Asp Pro Leu Ser 
15 

Lys Thr Thr lie 
30 

Asn Gin Ala Asn 
45 

Thr Asn Met Thr 



Asp Asp Thr Asn 
80 

Ser Trp Phe Glu 
95 

Ser Leu Ala lie 
110 

Phe Ala lie Lys 
125 



Arg Ala Gly Ala Met Tyr Val Asp 
130 135 

30 

His Gly Ser lie lie Phe Ser Gly 
145 150 



Gly Asn Phe Asp Leu Ser Glu Asn 
140 

Asn Leu Ser Phe Pro Asn Ala Ser 
155 160 



Asn Phe Ala Asp 



Val Thr lie Ser 
180 

4 0 Ala Lys Ser Ser 
195 

Asp Asn Thr Gly 
210 

Ala Gly Gly Ala 
225 

Gin Pro lie Tyr 

50 

Arg Val His Gin 
260 

Phe Asn Asn Asn 
275 



Thr Cys Thr Gly 
165 

Lys Asn Gin Gly 



Gly Gly Ala lie 
200 

Pro Cys Leu Phe 
215 

Leu Phe Ala Asn 
230 

Phe Leu Asn Asn 
245 

Glu Cys lie Leu 



Phe Ala Met Glu 
280 



Gly Ala Val Leu 
170 

Thr Ala Tyr Phe 
185 

Gin Ala Ala lie 



Phe Asn Asn Ala 
220 

Ala Cys Arg lie 
235 

Gin Ser Gly Leu 
250 

Thr Lys Asn Thr 
265 

Ala Asp lie Ser 



Cys Ser Lys Asn 
175 

lie Asn Asn Lys 
190 

lie Asn lie Lys 
205 

Ala Gly Gly Thr 



Glu Asn Asn Ser 
240 

Gly Gly Ala lie 
255 

Gly Ser Val lie 
270 

Ala Asn His Ser 
285 



Ser Gly Gly Ala lie Tyr Cys lie Ser Cys Ser lie Lys Asp Asn Pro 
290 295 300 

60 
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Gly lie Ala Ala Phe Asp Asn Asn Thr Ala Ala Arg Asp Gly Gly Ala 
305 310 315 320 

lie Cys Thr Gin Ser Leu Thr lie Gin Asp Ser Gly Pro Val Tyr Phe 
325 330 335 

Thr Asn Asn Gin Gly Thr Trp Gly Gly Ala lie Met Leu Arg Gin Asp 
10 340 345 350 

Gly Ala Cys Thr Leu Phe Ala Asp Gin Gly Asp lie lie Phe Tyr Asn 
355 360 365 

Asn Arg His Phe Lys Asp Thr Phe Ser Asn His Val Ser Val Asn Cys 
370 375 380 

Thr Arg Asn Val Ser Leu Thr Val Gly Ala Ser Gin Gly His Ser Ala 
385 390 395 400 

20 

Thr Phe Tyr Asp Pro lie Leu Gin Arg Tyr Thr lie Gin Asn Ser lie 
405 410 415 

Gin Lys Phe Asn Pro Asn Pro Glu His Leu Gly Thr lie Leu Phe Ser 
420 425 430 

Ser Thr Tyr lie Pro Asp Thr Ser Thr Ser Arg Asp Asp Phe lie Ser 
435 440 445 

3 0 His Phe Arg Asn His lie Gly Leu Tyr Asn Gly Thr Leu Ala Leu Glu 
450 455 460 

Asp Arg Ala Glu Trp Lys Val Tyr Lys Phe Asp Gin Phe Gly Gly Thr 
465 470 475 480 

Leu Arg Leu Gly Ser Arg Ala Val Phe Ser Thr Thr Asp Glu Glu Gin 
485 490 495 

Ser Ser Ser Ser Val Gly Ser Val lie Asn lie Asn Asn Leu Ala lie 
40 500 505 510 

Asn Leu Pro Ser lie Leu Gly Asn Arg Val Ala Pro Lys Leu Trp lie 
515 520 525 

Arg Pro Thr Gly Ser Ser Ala Pro Tyr Ser Glu Asp Asn Asn Pro lie 
530 535 540 

lie Asn Leu Ser Gly Pro Leu Ser Leu Leu Asp Asp Glu Asn Leu Asp 
545 550 555 560 

50 

Pro Tyr Asp Thr Ala Asp Leu Ala Gin Pro lie Ala Glu Val Pro Leu 
565 570 575 

Leu Tyr Leu Leu Asp Val Thr Ala Lys His lie Asn Thr Asp Asn Phe 
580 585 590 

Tyr Pro Glu Gly Leu Asn Thr Thr Gin His Tyr Gly Tyr Gin Gly Val 
595 600 605 

60 Trp Ser Pro Tyr Trp lie Glu Thr lie Thr Thr Ser Asp Thr Ser Ser 
610 615 620 
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Glu Asp Thr Val Asn Thr Leu His Arg Gin Leu Tyr Gly Asp Trp Thr 
625 630 635 640 

Pro Thr Gly Tyr Lys Val Asn Pro Glu Asn Lys Gly Asp lie Ala Leu 
645 650 655 

Ser Ala Phe Trp Gin Ser Phe His Asn Leu Phe Ala Thr Leu Arg Tyr 
10 660 665 670 

Gin Thr Gin Gin Gly Gin lie Ala Pro Thr Ala Ser Gly Glu Ala Thr 
675 680 685 

Arg Leu Phe Val His Gin Asn Ser Asn Asn Asp Ala Lys Gly Phe His 
690 695 700 



20 



Met Glu Ala Thr Gly Tyr Ser Leu Gly Thr Thr Ser Asn Thr Ala Ser 
705 710 715 720 

Asn His Ser Phe Gly Val Asn Phe Ser Gin Leu Phe Ser Asn Leu Tyr 
725 730 735 

Glu Ser His Ser Asp Asn Ser Val Ala Ser His Thr Thr Thr Val Ala 
740 745 750 

Leu Gin lie Asn Asn Pro Trp Leu Gin Glu Arg Phe Ser Thr Ser Ala 
755 760 765 

3 0 Ser Leu Ala Tyr Ser Tyr Ser Asn His His lie Lys Ala Ser Gly Tyr 
770 775 780 

Ser Gly Lys lie Gin Thr Glu Gly Lys Cys Tyr Ser Thr Thr Leu Gly 
785 790 795 800 

Ala Ala Leu Ser Cys Ser Leu Ser Leu Gin Trp Arg Ser Arg Pro Leu 
805 810 815 

His Phe Thr Pro Phe lie Gin Ala lie Ala Val Arg Ser Asn Gin Thr 
40 820 825 830 

Ala Phe Gin Glu Ser Gly Asp Lys Ala Arg Lys Phe Ser Val His Lys 
835 840 845 

Pro Leu Tyr Asn Leu Thr Val Pro Leu Gly lie Gin Ser Ala Trp Glu 
850 855 860 



50 



Ser Lys Phe Arg Leu Pro Thr Tyr Trp Asn lie Glu Leu Ala Tyr Gin 
865 870 875 880 

Pro Val Leu Tyr Gin Gin Asn Pro Glu lie Asn Val Ser Leu Glu Ser 
885 890 895 

Ser Gly Ser Ser Trp Leu Leu Ser Gly Thr Thr Leu Ala Arg Asn Ala 
900 905 910 

lie Ala Phe Lys Gly Arg Asn Gin lie Phe lie Phe Pro Lys Leu Ser 
915 920 925 



60 Val Phe Leu Asp Tyr Gin Gly Ser Val Ser Ser Ser Thr Thr Thr His 
930 935 940 
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Tyr Leu His Ala Gly Thr Thr Phe Lys Phe 
945 950 



<210> 41 
<211> 788 
<212> PRT 
10 <213> Chlamydia pneumoniae 

<400> 41 

Thr Gly Gly Ala Val Leu Cys Ser Lys Asn 
15 10 

Val Thr He Ser Lys Asn Gin Gly Thr Ala Tyr Phe He Asn Asn Lys 
15 20 25 

Ala Lys Ser Ser Gly Gly Ala He Gin Ala Ala He He Asn He Lys 
20 30 35 40 

Asp Asn Thr Gly Pro Cys Leu Phe Phe Asn Asn Ala Ala Gly Gly Thr 
45 50 55 

Ala Gly Gly Ala Leu Phe Ala Asn Ala Cys Arg He Glu Asn Asn Ser 
60 65 70 



30 



Gin Pro He Tyr Phe Leu Asn Asn Gin Ser Gly Leu Gly Gly Ala He 
75 80 85 90 

Arg Val His Gin Glu Cys He Leu Thr Lys Asn Thr Gly Ser Val He 
95 100 105 

Phe Asn Asn Asn Phe Ala Met Glu Ala Asp He Ser Ala Asn His Ser 
110 115 120 

Ser Gly Gly Ala He Tyr Cys He Ser Cys Ser He Lys Asp Asn Pro 
125 130 135 

4 0 Gly He Ala Ala Phe Asp Asn Asn Thr Ala Ala Arg Asp Gly Gly Ala 
140 145 150 

He Cys Thr Gin Ser Leu Thr He Gin Asp Ser Gly Pro Val Tyr Phe 
155 160 165 170 

Thr Asn Asn Gin Gly Thr Trp Gly Gly Ala He Met Leu Arg Gin Asp 
175 180 185 

Gly Ala Cys Thr Leu Phe Ala Asp Gin Gly Asp He He Phe Tyr Asn 
50 190 195 200 

Asn Arg His Phe Lys Asp Thr Phe Ser Asn His Val Ser Val Asn Cys 
205 210 215 

Thr Arg Asn Val Ser Leu Thr Val Gly Ala Ser Gin Gly His Ser Ala 
220 225 230 



Thr Phe Tyr Asp Pro He Leu Gin Arg Tyr Thr He Gin Asn Ser He 
235 240 245 250 



60 
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Gin Lys Phe Asn Pro Asn Pro Glu His Leu Gly Thr lie Leu Phe Ser 
255 260 265 

Ser Thr Tyr lie Pro Asp Thr Ser Thr Ser Arg Asp Asp Phe lie Ser 
270 275 280 

His Phe Arg Asn His lie Gly Leu Tyr Asn Gly Thr Leu Ala Leu Glu 
10 285 290 295 

Asp Arg Ala Glu Trp Lys Val Tyr Lys Phe Asp Gin Phe Gly Gly Thr 
300 305 310 

Leu Arg Leu Gly Ser Arg Ala Val Phe Ser Thr Thr Asp Glu Glu Gin 
315 320 325 330 

Ser Ser Ser Ser Val Gly Ser Val lie Asn lie Asn Asn Leu Ala lie 
335 340 345 

20 

Asn Leu Pro Ser lie Leu Gly Asn Arg Val Ala Pro Lys Leu Trp lie 
350 355 360 

Arg Pro Thr Gly Ser Ser Ala Pro Tyr Ser Glu Asp Asn Asn Pro lie 
365 370 375 

lie Asn Leu Ser Gly Pro Leu Ser Leu Leu Asp Asp Glu Asn Leu Asp 
380 .385 390 

3 0 Pro Tyr Asp Thr Ala Asp Leu Ala Gin Pro lie Ala Glu Val Pro Leu 
395 400 405 410 

Leu Tyr Leu Leu Asp Val Thr Ala Lys His lie Asn Thr Asp Asn Phe 
415 420 425 

Tyr Pro Glu Gly Leu Asn Thr Thr Gin His Tyr Gly Tyr Gin Gly Val 
430 435 440 

Trp Ser Pro Tyr Trp lie Glu Thr lie Thr Thr Ser Asp Thr Ser Ser 
40 445 450 455 

Glu Asp Thr Val Asn Thr Leu His Arg Gin Leu Tyr Gly Asp Trp Thr 
460 465 470 

Pro Thr Gly Tyr Lys Val Asn Pro Glu Asn Lys Gly Asp lie Ala Leu 
475 480 485 490 

Ser Ala Phe Trp Gin Ser Phe His Asn Leu Phe Ala Thr Leu Arg Tyr 
495 500 505 

50 

Gin Thr Gin Gin Gly Gin lie Ala Pro Thr Ala Ser Gly Glu Ala Thr 
510 515 520 

Arg Leu Phe Val His Gin Asn Ser Asn Asn Asp Ala Lys Gly Phe His 
525 530 535 

Met Glu Ala Thr Gly Tyr Ser Leu Gly Thr Thr Ser Asn Thr Ala Ser 
540 545 550 



6 0 Asn His Ser Phe Gly Val Asn Phe Ser Gin Leu Phe Ser Asn Leu Tyr 
555 560 565 570 
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Glu Ser His Ser Asp Asn Ser Val Ala Ser His Thr Thr Thr Val Ala 
575 580 585 

Leu Gin lie Asn Asn Pro Trp Leu Gin Glu Arg Phe Ser Thr Ser Ala 
590 595 600 

Ser Leu Ala Tyr Ser Tyr Ser Asn His His lie Lys Ala Ser Gly Tyr 
10 605 610 615 

Ser Gly Lys lie Gin Thr Glu Gly Lys Cys Tyr Ser Thr Thr Leu Gly 
620 625 630 

Ala Ala Leu Ser Cys Ser Leu Ser Leu Gin Trp Arg Ser Arg Pro Leu 
635 640 645 650 

His Phe Thr Pro Phe lie Gin Ala He Ala Val Arg Ser Asn Gin Thr 
655 660 665 

20 

Ala Phe Gin Glu Ser Gly Asp Lys Ala Arg Lys Phe Ser Val His Lys 
670 675 680 

Pro Leu Tyr Asn Leu Thr Val Pro Leu Gly He Gin Ser Ala Trp Glu 
685 690 695 

Ser Lys Phe Arg Leu Pro Thr Tyr Trp Asn He Glu Leu Ala Tyr Gin 
700 705 710 

3 0 Pro Val Leu Tyr Gin Gin Asn Pro Glu He Asn Val Ser Leu Glu Ser 
715 720 725 730 

Ser Gly Ser Ser Trp Leu Leu Ser Gly Thr Thr Leu Ala Arg Asn Ala 
735 740 745 

He Ala Phe Lys Gly Arg Asn Gin He Phe He Phe Pro Lys Leu Ser 
750 755 760 

Val Phe Leu Asp Tyr Gin Gly Ser Val Ser Ser Ser Thr Thr Thr His 
40 765 770 775 

Tyr Leu His Ala Gly Thr Thr Phe Lys Phe 
780 785 



<210> 42 
<211> 1000 
<212> PRT 

<213> Chlamydia pneumoniae 
<400> 42 

Met Gin Val Phe Pro Lys Val Thr Leu Ser Leu Asp Tyr Ser Ala Asp 
15 10 15 

He Ser Ser Ser Thr Leu Ser His Tyr Leu Asn Val Ala Ser Arg Met 
20 25 30 



Arg Phe Leu Thr He Ser Asp Gin Asn Arg Lys He Lys Glu Pro Leu 
35 40 45 

60 
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Val 

Ala 
65 

Ser 

10 

Phe 
Thr 
Ser 

20 

Gly 
145 

His 

Ala 

3 0 Phe 

Arg 

Gin 
225 

Ala 

40 

Leu 
Ser 
Asn 

50 

Ala 
305 

Leu 
Thr 
6 0 Asn 



Ser Lys 
50 

Cys Met 

Leu Glu 

Pro Leu 

Thr Phe 
115 

Asn Tyr 
130 

Gly Ala 

Ala Phe 

Cys Gin 

Phe Ser 
195 

Gly Gly 
210 

Gly Thr 

Leu Ser 

Leu Phe 

Glu Asn 
275 

Asn Cys 
290 

lie Lys 

Ser Gly 

Thr Asn 

Asn Tyr 
355 



Thr Pro 

Phe Gly 

Lys Phe 
85 

Leu Asp 
100 

Val Gly 

Lys Ser 

Val Ser 

Phe Ser 
165 

Gly Ala 
180 

Asn Arg 

Ala lie 

Phe Tyr 

Thr Asn 
245 

Phe Asn 
260 

Thr Thr 

Gly Asn 

Asn Asn 

Ser lie 
325 

Leu Ser 
340 

Cys lie 



Pro Lys 
55 

Met Thr 
70 

Ala Leu 

Ser Leu 

Asn Arg 

lie Asp 
135 

Cys Asn 
150 

Lys Asn 

Cys Thr 

Gly Leu 

Ala Cys 
215 

Phe Val 
230 

Gly His 

Asn Thr 

lie Ser 

Asn Gly 
295 

Ser Gly 
310 

Asn Ser 
lie Asp 
Arg Asp 



Phe Leu 

Pro Ala 

Glu Arg 

Ser Thr 
105 

His Asn 
120 

Asn lie 

Asn Phe 

Leu Ala 

lie Thr 
185 

Asn Asn 
200 

Asn Gly 

Asn Asn 

Cys Arg 

Ala Pro 
265 

Asp Asn 
280 

Gly Ala 

Ser Val 

Gly Asn 

Asp Asn 
345 

Gly Gly 
360 
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Phe Tyr 

Val Tyr 
75 

Asp Glu 
90 

Leu Thr 



Ser Ser 



Leu Leu 



Leu Leu 
155 

lie Gly 
170 

Lys Asn 

Ala Ser 

Asp Phe 

Ser Val 
235 

He Gin 
250 

Ser Gly 

Thr Arg 

He Gin 

He Phe 
315 

Gly Ser 
330 

Pro Gly 
Ala He 



Leu Gly 
60 

Ser Leu 

Glu Phe 

Gly Phe 

Gin Asp 
125 

Leu Trp 
140 

Ser Asn 

Thr Gly 

Arg Gly 

Thr Gly 
205 

Thr He 
220 

Asn Asn 

Ser Asn 

Gly Gly 

Pro He 
285 

Thr Ser 
300 

Asn Asn 

Gly Gly 

Thr He 

Cys Thr 
365 



Asn Phe Thr 



Gin Thr Asp 
80 

Arg Thr Ser 
95 

Ser Pro He 
110 

He Val Leu 



Thr Ser Ala 



Val Glu Asp 
160 

Gly Ala He 
175 

Pro Leu He 
190 

Gly Glu Thr 



Ser Gin Asn 



Trp Gly Gly 
240 

Arg Ala Pro 
255 

Ala Leu Arg 
270 

Tyr Phe Lys 



Val Thr Val 



Asn Thr Ala 
320 

Ala He Tyr 
335 

Leu Phe Asn 
350 

Gin Phe Leu 
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Thr lie Lys Asn Ser Gly His Val Tyr Phe Thr Asn Asn Gin Gly Asn 
370 375 380 

Trp Gly Gly Ala Leu Met Leu Leu Gin Asp Ser Thr Cys Leu Leu Phe 
385 390 395 400 

Ala Glu Gin Gly Asn He Ala Phe Gin Asn Asn Glu Val Phe Leu Thr 
10 405 410 415 

Thr Phe Gly Arg Tyr Asn Ala He His Cys Thr Pro Asn Ser Asn Leu 
420 425 430 

Gin Leu Gly Ala Asn Lys Gly Tyr Thr Thr Ala Phe Phe Asp Pro He 
435 440 445 



20 



Glu His Gin His Pro Thr Thr Asn Pro Leu He Phe Asn Pro Asn Ala 
450 455 460 

Asn His Gin Gly Thr He Leu Phe Ser Ser Ala Tyr He Pro Glu Ala 
465 470 475 480 

Ser Asp Tyr Glu Asn Asn Phe He Ser Ser Ser Lys Asn Thr Ser Glu 
485 490 495 

Leu Arg Asn Gly Val Leu Ser He Glu Asp Arg Ala Gly Trp Gin Phe 
500 505 510 

3 0 Tyr Lys Phe Thr Gin Lys Gly Gly He Leu Lys Leu Gly His Ala Ala 
515 520 525 

Ser He Ala Thr Thr Ala Asn Ser Glu Thr Pro Ser Thr Ser Val Gly 
530 535 540 

Ser Gin Val He He Asn Asn Leu Ala He Asn Leu Pro Ser He Leu 
545 550 555 560 

Ala Lys Gly Lys Ala Pro Thr Leu Trp He Arg Pro Leu Gin Ser Ser 
40 565 570 575 

Ala Pro Phe Thr Glu Asp Asn Asn Pro Thr He Thr Leu Ser Gly Pro 
580 585 590 

Leu Thr Leu Leu Asn Glu Glu Asn Arg Asp Pro Tyr Asp Ser He Asp 
595 600 605 



50 



Leu Ser Glu Pro Leu Gin Asn He His Leu Leu Ser Leu Ser Asp Val 
610 615 620 

Thr Ala Arg His He Asn Thr Asp Asn Phe His Pro Glu Ser Leu Asn 
625 630 635 640 

Ala Thr Glu His Tyr Gly Tyr Gin Gly He Trp Ser Pro Tyr Trp Val 
645 650 655 

Glu Thr He Thr Thr Thr Asn Asn Ala Ser He Glu Thr Ala Asn Thr 
660 665 670 

6 0 Leu Tyr Arg Ala Leu Tyr Ala Asn Trp Thr Pro Leu Gly Tyr Lys Val 
675 680 685 



20 
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Asn Pro Glu Tyr Gin Gly Asp Leu Ala Thr Thr Pro Leu Trp Gin Ser 
690 695 700 

Phe His Thr Met Phe Ser Leu Leu Arg Ser Tyr Asn Arg Thr Gly Asp 
705 710 715 720 

Ser Asp lie Glu Arg Pro Phe Leu Glu lie Gin Gly lie Ala Asp Gly 
10 725 730 735 

Leu Phe Val His Gin Asn Ser lie Pro Gly Ala Pro Gly Phe Arg lie 
740 745 750 

Gin Ser Thr Gly Tyr Ser Leu Gin Ala Ser Ser Glu Thr Ser Leu His 
755 760 765 

Gin Lys lie Ser Leu Gly Phe Ala Gin Phe Phe Thr Arg Thr Lys Glu 
770 775 780 

lie Gly Ser Ser Asn Asn Val Ser Ala His Asn Thr Val Ser Ser Leu 
785 790 795 800 

Tyr Val Glu Leu Pro Trp Phe Gin Glu Ala Phe Ala Thr Ser His Ser 
805 810 815 

Leu Ala Tyr Gly Tyr Gly Asp His His Leu His Ala Tyr lie Arg His 
820 825 830 

3 0 lie Lys Asn Arg Ala Glu Gly Thr Cys Tyr Ser His Thr Leu Ala Ala 
835 840 845 

Ala lie Gly Cys Ser Phe Pro Trp Gin Gin Lys Ser Tyr Leu His Leu 
850 855 860 

Ser Pro Phe Val Gin Ala lie Ala lie Arg Ser His Gin Thr Ala Phe 
865 870 875 880 

Glu Glu lie Gly Asp Asn Pro Arg Lys Phe Val Ser Gin Lys Pro Phe 
40 885 890 895 

Tyr Asn Leu Thr Leu Pro Leu Gly lie Gin Gly Lys Trp Gin Ser Lys 
900 905 910 

Phe His Val Pro Thr Glu Trp Thr Leu Glu Leu Ser Tyr Gin Pro Val 
915 920 925 



50 



Leu Tyr Gin Gin Asn Pro Gin lie Gly Val Thr Leu Leu Ala Ser Gly 
930 935 940 

Gly Ser Trp Asp lie Leu Gly His Asn Tyr Val Arg Asn Ala Leu Gly 
945 950 955 960 

Tyr Lys Val His Asn Gin Thr Ala Leu Phe Arg Ser Leu Asp Leu Phe 
965 970 975 

Leu Asp Tyr Gin Gly Ser Val Ser Ser Ser Thr Ser Thr His His Leu 
980 985 990 



6 0 Gin Ala Gly Ser Thr Leu Lys Phe 
995 1000 
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<210> 43 
<211> 931 
<212> PRT 
<213> Chlamydia 



pneumoniae 



<400> 43 

Met Leu Leu Pro Phe Thr Phe Val Leu Ala Asn Glu Gly Leu Gin Leu 
10 1 5 10 15 

Pro Leu Glu Thr Tyr lie Thr Leu Ser Pro Glu Tyr Gin Ala Ala Pro 
20 25 30 

Gin Val Gly Phe Thr His Asn Gin Asn Gin Asp Leu Ala lie Val Gly 
35 40 45 

Asn His Asn Asp Phe lie Leu Asp Tyr Lys Tyr Tyr Arg Ser Asn Gly 
50 55 60 



20 



Gly Ala Leu Thr Cys Lys Asn Leu Leu lie Ser Glu Asn lie Gly Asn 
65 70 75 80 



Val Phe Phe Glu Lys Asn Val. Cys 
85 

Ala Ala Gin Asn Cys Thr lie Ser 
100 

3 0 Thr Asn Leu Val Ser Asp Asn Pro 
115 120 

Gly Gly Ala Leu Phe Ala lie Asn 
130 135 



Pro Asn Ser Gly Gly Ala lie Tyr 
90 95 

Lys Asn Gin Asn Tyr Ala Phe Thr 
105 110 

Thr Ala Thr Ala Gly Ser Leu Leu 
125 

Cys Ser lie Thr Asn Asn Leu Gly 
140 



Gin Gly Thr Phe 
145 

Tyr Thr Glu Thr 

40 

lie Lys Gin Asn 
180 

Tyr Ser Gly Asn 
195 

lie Thr Ser Asn 
210 

50 

Thr Leu Thr lie 
225 

Ser Ala Phe Ala 



Gly Leu Thr Thr 
260 



Val Asp Asn Leu 
150 

Asn Leu Ser lie 
165 

Arg Ala Leu Asn 



Ser Leu Asn lie 
200 

Ser Ser Gly Ser 
215 

Ser Ser Asn Lys 
230 

Asn Asn Tyr Gly 
245 

Thr Phe Cys Thr 



Ala Leu Asn Lys 
155 

Lys Asp Asn Lys 
170 

Ser Asp Ser Leu 
185 

Glu Gly Asn Ser 



Gly Gly Gly lie 
220 

Lys Leu lie Glu 
235 

Ser Asn Phe Asn 
250 

lie Leu Asn Asn 
265 



Gly Gly Ala Leu 
160 

Gly Pro lie lie 
175 

Gly Gly Gly He 
190 

Gly Ala He Gin 
205 

Phe Ser Thr Gin 



He Ser Glu Asn 
240 

Pro Gly Gly Gly 
255 

Arg Glu Gly Val 
270 



6 0 Leu Phe Asn Asn Asn Gin Ser Gin Ser Asn Gly Gly Ala He His Ala 
275 280 285 
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Lys Ser lie lie 
290 

Thr Ala Thr Arg 
305 

Asn Gly Ser Phe 

10 

Asn Asn Thr Ala 
340 

lie His Ser Thr 
355 



lie Lys Glu Asn 
295 

Gly Gly Ala Leu 
310 

lie Leu Ser Ala 
325 

Ser Lys His Ala 



Pro Asn Met Asn 
360 



Gly Pro Val Tyr 
300 

Leu Asn Leu Ser 
315 

Asp Asn Gly Asp 
330 

Leu Asn Pro Pro 
345 

Leu Gin lie Gly 



Phe Leu Asn Asn 



Ala Gly Ser Gly 
320 

lie lie Phe Asn 
335 

Tyr Arg Asn Ala 
350 

Ala Arg Pro Gly 
365 



Tyr Arg Val Leu Phe Tyr Asp Pro lie Glu His Glu Leu Pro Ser Ser 
370 375 380 

20 

Phe Pro lie Leu Phe Asn Phe Glu Thr Gly His Thr Gly Thr Val Leu 
385 390 395 400 



Phe Ser Gly Glu 



Phe Ser Tyr Leu 
420 

3 0 Val Glu Asp Gly 
435 

Gly Thr Leu Leu 
450 

lie Pro Thr Pro 
465 

Leu Asn His lie 

40 

Gin Ala Pro Lys 
500 

Thr Glu Asp Ser 
515 



His Val His Gin 
405 

Arg Asn Thr Ser 



Ala Gly Leu Ala 
440 

Leu Gly Gin Gly 
455 

Ser Ser Thr Pro 
470 

Ala lie Asp Leu 
485 

lie Trp lie Tyr 



Asn Pro Thr lie 
520 



Asn Phe Thr Asp 
410 

Glu Leu Arg Gin 
425 

Cys Tyr Lys Phe 



Ala Val lie Thr 
460 

Thr Thr Val Gly 
475 

Pro Ser lie Leu 
490 

Pro Thr Lys Thr 
505 

Thr lie Ser Gly 



Glu Met Asn Phe 
415 

Gly Val Leu Ala 
430 

Phe Gin Arg Gly 
445 

Thr Ala Gly Thr 



Ser Thr lie Thr 
480 

Ser Phe Gin Ala 
495 

Gly Ser Thr Tyr 
510 

Thr Leu Thr Leu 
525 



Arg Asn Ser Asn Asn Glu Asp Pro 
530 535 

50 

Ser Leu Glu Lys Val Pro Leu Leu 
545 550 



Tyr Asp Ser Leu Asp Leu Ser His 
540 

Tyr lie Val Asp Val Ala Ala Gin 
555 560 



Lys lie Asn Ser Ser Gin Leu Asp 
565 

His Tyr Gly Tyr Gin Gly lie Trp 
580 

6 0 Thr lie Thr Asn Pro Thr Ser Leu 
595 600 



Leu Ser Thr Leu Asn Ser Gly Glu 
570 575 

Ser Thr Tyr Trp Val Glu Thr Thr 
585 590 

Leu Gly Ala Asn Thr Lys His Lys 
605 



11 /S2 



Leu Leu Tyr Ala Asn Trp Ser Pro Leu Gly Tyr Arg Pro His Pro Glu 
610 615 620 

Arg Arg Gly Glu Phe lie Thr Asn Ala Leu Trp Gin Ser Ala Tyr Thr 
625 630 635 640 

Ala Leu Ala Gly Leu His Ser Leu Ser Ser Trp Asp Glu Glu Lys Gly 
10 645 650 655 

His Ala Ala Ser Leu Gin Gly lie Gly Leu Leu Val His Gin Lys Asp 
660 665 670 

Lys Asn Gly Phe Lys Gly Phe Arg Ser His Met Thr Gly Tyr Ser Ala 
675 680 685 

Thr Thr Glu Ala Thr Ser Ser Gin Ser Pro Asn Phe Ser Leu Gly Phe 
690 695 700 

20 

Ala Gin Phe Phe Ser Lys Ala Lys Glu His Glu Ser Gin Asn Ser Thr 
705 710 715 720 

Ser Ser His His Tyr Phe Ser Gly Met Cys lie Ala Lys Tyr Ser Leu 
725 730 735 

Gin Arg Val lie Arg Leu Ser Val Ser Leu Ala Tyr Met Phe Thr Ser 
740 745 750 

3 0 Glu His Thr His Thr Met Tyr Gin Gly Leu Leu Glu Gly Asn Ser Gin 
755 760 765 

Gly Ser Phe His Asn His Thr Leu Ala Gly Ala Leu Ser Cys Val Phe 
770 775 780 

Leu Pro Gin Pro His Gly Glu Ser Leu Gin lie Tyr Pro Phe lie Thr 
785 790 795 800 

Ala Leu Ala lie Arg Gly Asn Leu Ala Ala Phe Gin Glu Ser Gly Asp 
40 805 810 815 

His Ala Arg Glu Phe Ser Leu His Arg Pro Leu Thr Asp Val Ser Leu 
820 825 830 

Pro Val Gly lie Arg Ala Ser Trp Lys Asn His His Arg Val Pro Leu 
835 840 845 

Val Trp Leu Thr Glu He Ser Tyr Arg Ser Thr Leu Tyr Arg Gin Asp 
850 855 860 

50 

Pro Glu Leu His Ser Lys Leu Leu He Ser Gin Gly Thr Trp Thr Thr 
865 870 875 880 

Gin Ala Thr Pro Val Thr Tyr Asn Ala Leu Gly lie Lys Val Lys Asn 
885 890 895 

Thr Met Gin Val Phe Pro Lys Val Thr Leu Ser Leu Asp Tyr Ser Ala 
900 905 910 

60 Asp He Ser Ser Ser Thr Leu Ser His Tyr Leu Asn Val Ala Ser Arg 
915 920 925 
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Met Arg Phe 
930 



<210> 44 
<211> 978 
<212> PRT 
10 <213> Chlamydia pneumoniae 

<400> 44 

Met Pro Leu Ser Phe Lys Ser Ser Ser Phe Cys Leu Leu Ala Cys Leu 
15 10 15 

Cys Ser Ala Ser Cys Ala Phe Ala Glu Thr Arg Leu Gly Gly Asn Phe 
20 25 30 

Val Pro Pro lie Thr Asn Gin Gly Glu Glu lie Leu Leu Thr Ser Asp 
20 35 40 45 

Phe Val Cys Ser Asn Phe Leu Gly Ala Ser Phe Ser Ser Ser Phe lie 
50 55 60 

Asn Ser Ser Ser Asn Leu Ser Leu Leu Gly Lys Gly Leu Ser Leu Thr 
65 70 75 80 

Phe Thr Ser Cys Gin Ala Pro Thr Asn Ser Asn Tyr Ala Leu Leu Ser 
85 90 95 

30 

Ala Ala Glu Thr Leu Thr Phe Lys Asn Phe Ser Ser lie Asn Phe Thr 
100 105 110 

Gly Asn Gin Ser Thr Gly Leu Gly Gly Leu lie Tyr Gly Lys Asp lie 
115 120 125 

Val Phe Gin Ser lie Lys Asp Leu lie Phe Thr Thr Asn Arg Val Ala 
130 135 140 

4 0 Tyr Ser Pro Ala Ser Val Thr Thr Ser Ala Thr Pro Ala lie Thr Thr 
145 150 155 160 

Val Thr Thr Gly Ala Ser Ala Leu Gin Pro Thr Asp Ser Leu Thr Val 
165 170 175 

Glu Asn lie Ser Gin Ser lie Lys Phe Phe Gly Asn Leu Ala Asn Phe 
180 185 190 

Gly Ser Ala lie Ser Ser Ser Pro Thr Ala Val Val Lys Phe lie Asn 
50 195 200 205 

Asn Thr Ala Thr Met Ser Phe Ser His Asn Phe Thr Ser Ser Gly Gly 
210 215 220 

Gly Val lie Tyr Gly Gly Ser Ser Leu Leu Phe Glu Asn Asn Ser Gly 
225 230 235 240 



Cys lie lie Phe Thr Ala Asn Ser Cys Val Asn Ser Leu Lys Gly Val 
245 250 255 

60 
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Thr Pro Ser Ser Gly Thr Tyr Ala Leu Gly Ser Gly Gly Ala lie Cys 
260 265 270 

lie Pro Thr Gly Thr Phe Glu Leu Lys Asn Asn Gin Gly Lys Cys Thr 
275 280 285 

Phe Ser Tyr Asn Gly Thr Pro Asn Asp Ala Gly Ala lie Tyr Ala Glu 
10 290 295 300 

Thr Cys Asn lie Val Gly Asn Gin Gly Ala Leu Leu Leu Asp Ser Asn 
305 310 315 320 

Thr Ala Ala Arg Asn Gly Gly Ala lie Cys Ala Lys Val Leu Asn lie 
325 330 335 

Gin Gly Arg Gly Pro lie Glu Phe Ser Arg Asn Arg Ala Glu Lys Gly 
340 345 350 

20 

Gly Ala lie Phe lie Gly Pro Ser Val Gly Asp Pro Ala Lys Gin Thr 
355 360 365 

Ser Thr Leu Thr lie Leu Ala Ser Glu Gly Asp lie Ala Phe Gin Gly 
370 375 380 

Asn Met Leu Asn Thr Lys Pro Gly lie Arg Asn Ala lie Thr Val Glu 
385 390 395 400 

3 0 Ala Gly Gly Glu lie Val Ser Leu Ser Ala Gin Gly Gly Ser Arg Leu 

405 410 415 

Val Phe Tyr Asp Pro lie Thr His Ser Leu Pro Thr Thr Ser Pro Ser 
420 425 430 

Asn Lys Asp lie Thr lie Asn Ala Asn Gly Ala Ser Gly Ser Val Val 
435 440 445 

Phe Thr Ser Lys Gly Leu Ser Ser Thr Glu Leu Leu Leu Pro Ala Asn 
40 450 455 460 

Thr Thr Thr lie Leu Leu Gly Thr Val Lys lie Ala Ser Gly Glu Leu 
465 470 475 480 

Lys lie Thr Asp Asn Ala Val Val Asn Val Ala Gly Phe Ala Thr Gin 
485 490 495 

Gly Ser Gly Gin Leu Thr Leu Gly Ser Gly Gly Thr Leu Gly Leu Ala 
500 505 510 

50 

Thr Pro Thr Gly Ala Pro Ala Ala Val Asp Phe Thr lie Gly Lys Leu 
515 520 525 

Ala Phe Asp Pro Phe Ser Phe Leu Lys Arg Asp Phe Val Ser Ala Ser 
530 535 540 

Val Asn Ala Gly Thr Lys Asn Val Thr Leu Thr Gly Ala Leu Val Leu 
545 550 555 560 



60 Asp Glu His Asp Val Thr Asp Leu Tyr Asp Met Val Ser Leu Gin Ser 

565 570 575 
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Pro Val Ala lie Pro He Ala Val Phe Lys Gly Ala Thr Val Thr Lys 
580 585 590 

Thr Gly Phe Pro Asp Gly Glu He Ala Thr Pro Ser His Tyr Gly Tyr 
595 600 605 

Gin Gly Lys Trp Ser Tyr Thr Trp Ser Arg Pro Leu Leu He Pro Ala 
10 610 615 620 

Pro Asp Gly Gly Phe Pro Gly Gly Pro Ser Pro Ser Ala Asn Thr Leu 
625 630 635 640 

Tyr Ala Val Trp Asn Ser Asp Thr Leu Val Arg Ser Thr Tyr lie Leu 
645 650 655 



20 



Asp Pro Glu Arg Tyr Gly Glu He Val Ser Asn Ser Leu Trp He Ser 
660 665 670 

Phe Leu Gly Asn Gin Ala Phe Ser Asp He Leu Gin Asp Val Leu Leu 
675 680 685 

He Asp His Pro Gly Leu Ser He Thr Ala Lys Ala Leu Gly Ala Tyr 
690 695 700 

Val Glu His Thr Pro Arg Gin Gly His Glu Gly Phe Ser Gly Arg Tyr 
705 710 715 720 

3 0 Gly Gly Tyr Gin Ala Ala Leu Ser Met Asn Tyr Thr Asp His Thr Thr 

725 730 735 

Leu Gly Leu Ser Phe Gly Gin Leu Tyr Gly Lys Thr Asn Ala Asn Pro 
740 745 750 

Tyr Asp Ser Arg Cys Ser Glu Gin Met Tyr Leu Leu Ser Phe Phe Gly 
755 760 765 

Gin Phe Pro He Val Thr Gin Lys Ser Glu Ala Leu He Ser Trp Lys 
40 770 775 780 

Ala Ala Tyr Gly Tyr Ser Lys Asn His Leu Asn Thr Thr Tyr Leu Arg 
785 790 795 800 

Pro Asp Lys Ala Pro Lys Ser Gin Gly Gin Trp His Asn Asn Ser Tyr 
805 810 815 



50 



Tyr Val Leu He Ser Ala Glu His Pro Phe Leu Asn Trp Cys Leu Leu 
820 825 830 

Thr Arg Pro Leu Ala Gin Ala Trp Asp Leu Ser Gly Phe He Ser Ala 
835 840 845 

Glu Phe Leu Gly Gly Trp Gin Ser Lys Phe Thr Glu Thr Gly Asp Leu 
850 855 860 

Gin Arg Ser Phe Ser Arg Gly Lys Gly Tyr Asn Val Ser Leu Pro He 
865 870 875 880 



6 0 Gly Cys Ser Ser Gin Trp Phe Thr Pro Phe Lys Lys Ala Pro Ser Thr 

885 890 895 
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Leu Thr lie Lys Leu Ala Tyr Lys Pro Asp lie Tyr Arg Val Asn Pro 
900 905 910 

His Asn lie Val Thr Val Val Ser Asn Gin Glu Ser Thr Ser lie Ser 
915 920 925 

Gly Ala Asn Leu Arg Arg His Gly Leu Phe Val Gin lie His Asp Val 
10 930 935 940 

Val Asp Leu Thr Glu Asp Thr Gin Ala Phe Leu Asn Tyr Thr Phe Asp 
945 950 955 960 

Gly Lys Asn Gly Phe Thr Asn His Arg Val Ser Thr Gly Leu Lys Ser 
965 970 975 

Thr Phe 

20 

<210> 45 
<211> 813 
<212> PRT 

<213> Chlamydia pneumoniae 
<400> 45 

Ser Ala Leu Gin Pro Thr Asp Ser Leu Thr Val 
15 10 

3 0 Glu Asn lie Ser Gin Ser lie Lys Phe Phe Gly Asn Leu Ala Asn Phe 

15 20 25 

Gly Ser Ala lie Ser Ser Ser Pro Thr Ala Val Val Lys Phe lie Asn 
30 35 40 

Asn Thr Ala Thr Met Ser Phe Ser His Asn Phe Thr Ser Ser Gly Gly 
45 50 55 

Gly Val lie Tyr Gly Gly Ser Ser Leu Leu Phe Glu Asn Asn Ser Gly 
40 60 65 70 75 

Cys lie lie Phe Thr Ala Asn Ser Cys Val Asn Ser Leu Lys Gly Val 
80 85 90 

Thr Pro Ser Ser Gly Thr Tyr Ala Leu Gly Ser Gly Gly Ala lie Cys 
95 100 105 

lie Pro Thr Gly Thr Phe Glu Leu Lys Asn Asn Gin Gly Lys Cys Thr 
110 115 120 

50 

Phe Ser Tyr Asn Gly Thr Pro Asn Asp Ala Gly Ala lie Tyr Ala Glu 
125 130 135 

Thr Cys Asn lie Val Gly Asn Gin Gly Ala Leu Leu Leu Asp Ser Asn 
140 145 150 155 

Thr Ala Ala Arg Asn Gly Gly Ala lie Cys Ala Lys Val Leu Asn lie 
160 165 170 



60 Gin Gly Arg Gly Pro lie Glu Phe Ser Arg Asn Arg Ala Glu Lys Gly 
175 ISO 185 
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Gly Ala lie Phe lie Gly Pro Ser Val Gly Asp Pro Ala Lys Gin Thr 
190 195 200 

Ser Thr Leu Thr lie Leu Ala Ser Glu Gly Asp lie Ala Phe Gin Gly 
205 210 215 

Asn Met Leu Asn Thr Lys Pro Gly lie Arg Asn Ala lie Thr Val Glu 
10 220 225 230 235 

Ala Gly Gly Glu lie Val Ser Leu Ser Ala Gin Gly Gly Ser Arg Leu 
240 245 250 

Val Phe Tyr Asp Pro lie Thr His Ser Leu Pro Thr Thr Ser Pro Ser 
255 260 265 

Asn Lys Asp lie Thr lie Asn Ala Asn Gly Ala Ser Gly Ser Val Val 
270 275 280 

20 

Phe Thr Ser Lys Gly Leu Ser Ser Thr Glu Leu Leu Leu Pro Ala Asn 
285 290 295 



Thr Thr Thr lie 
300 

Lys lie Thr Asp 



3 0 Gly Ser Gly Gin 
335 

Thr Pro Thr Gly 
350 

Ala Phe Asp Pro 
365 

Val Asn Ala Gly 
40 380 

Asp Glu His Asp 



Pro Val Ala lie 
445 



Leu Leu Gly Thr 
305 

Asn Ala Val Val 
320 

Leu Thr Leu Gly 



Ala Pro Ala Ala 
355 

Phe Ser Phe Leu 
370 

Thr Lys Asn Val 
385 

Val Thr Asp Leu 
400 

Pro He Ala Val 



Val Lys He Ala 
310 

Asn Val Ala Gly 
325 

Ser Gly Gly Thr 
340 

Val Asp Phe Thr 



Lys Arg Asp Phe 
375 

Thr Leu Thr Gly 
390 

Tyr Asp Met Val 
405 

Phe Lys Gly Ala 
420 



Ser Gly Glu Leu 
315 

Phe Ala Thr Gin 
330 

Leu Gly Leu Ala 
345 

He Gly Lys Leu 
360 

Val Ser Ala Ser 



Ala Leu Val Leu 
395 

Ser Leu Gin Ser 
410 

Thr Val Thr Lys 
425 



Thr Gly Phe Pro Asp Gly Glu 
430 

50 

Gin Gly Lys Trp Ser Tyr Thr 
445 450 



He Ala Thr Pro Ser His Tyr Gly Tyr 
435 440 

Trp Ser Arg Pro Leu Leu He Pro Ala 
455 



Pro Asp Gly Gly 
460 

Tyr Ala Val Trp 



6 0 Asp Pro Glu Arg 
495 



Phe Pro Gly Gly 
465 

Asn Ser Asp Thr 
480 

Tyr Gly Glu He 



Pro Ser Pro Ser 
470 

Leu Val Arg Ser 
485 

Val Ser Asn Ser 
500 



Ala Asn Thr Leu 
475 

Thr Tyr He Leu 
490 

Leu Trp He Ser 
505 
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Phe Leu Gly Asn Gin Ala Phe Ser Asp lie Leu Gin Asp Val Leu Leu 
510 515 520 

lie Asp His Pro Gly Leu Ser lie Thr Ala Lys Ala Leu Gly Ala Tyr 
525 530 535 

Val Glu His Thr Pro Arg Gin Gly His Glu Gly Phe Ser Gly Arg Tyr 
10 540 545 550 555 

Gly Gly Tyr Gin Ala Ala Leu Ser Met Asn Tyr Thr Asp His Thr Thr 
560 565 570 

Leu Gly Leu Ser Phe Gly Gin Leu Tyr Gly Lys Thr Asn Ala Asn Pro 
575 580 585 



20 



Tyr Asp Ser Arg Cys Ser Glu Gin Met Tyr Leu Leu Ser Phe Phe Gly 
590 595 600 

Gin Phe Pro lie Val Thr Gin Lys Ser Glu Ala Leu lie Ser Trp Lys 
605 610 615 

Ala Ala Tyr Gly Tyr Ser Lys Asn His Leu Asn Thr Thr Tyr Leu Arg 
620 625 630 635 

Pro Asp Lys Ala Pro Lys Ser Gin Gly Gin Trp His Asn Asn Ser Tyr 
640 645 650 

3 0 Tyr Val Leu lie Ser Ala Glu His Pro Phe Leu Asn Trp Cys Leu Leu 
655 660 665 

Thr Arg Pro Leu Ala Gin Ala Trp Asp Leu Ser Gly Phe lie Ser Ala 
670 675 680 

Glu Phe Leu Gly Gly Trp Gin Ser Lys Phe Thr Glu Thr Gly Asp Leu 
685 690 695 

Gin Arg Ser Phe Ser Arg Gly Lys Gly Tyr Asn Val Ser Leu Pro lie 
40 700 705 710 715 

Gly Cys Ser Ser Gin Trp Phe Thr Pro Phe Lys Lys Ala Pro Ser Thr 
720 725 730 

Leu Thr lie Lys Leu Ala Tyr Lys Pro Asp lie Tyr Arg Val Asn Pro 
735 740 745 



50 



His Asn lie Val Thr Val Val Ser Asn Gin Glu Ser Thr Ser lie Ser 
750 755 760 

Gly Ala Asn Leu Arg Arg His Gly Leu Phe Val Gin lie His Asp Val 
765 770 775 

Val Asp Leu Thr Glu Asp Thr Gin Ala Phe Leu Asn Tyr Thr Phe Asp 
780 785 790 795 

Gly Lys Asn Gly Phe Thr Asn His Arg Val Ser Thr Gly Leu Lys Ser 
800 805 810 



6 0 Thr Phe 



